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ID

Entry
name organism full

name oglcnacscore oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

C0JPT7 C0JPT7_RAT Rattus
norvegicus

NaN 25.563465 NaN NaN 34502162 MSSSHSRSGQSAAGASPAGGIDTRD
AEMPATEKDLAEDAPWKKIQQNTFT
RWCNEHLKCVSKRIANLQTDLSDGL
RLIALLEVLSQKKMHRKHNQRPTFR
QMQLENVSVALEFLDRESIKLVSIDS
KAIVDGNLKLILGLIWTLILHYSISMP
MWDEEEDEEAKKQTPKQRLLGWIQ
NKLPQLPITNFSRDWQSGRALGALV
DSCAPGLCPDWDSWDASKPVNNAR
EAMQQADDWLGIPQVITPEEIVDPN
VDEHSVMTYLSQFPKAKLKPGAPLR
PKLNPKKARAYGPGIEPTGNMVKKR
AEFTVETRSAGQGEVLVYVEDPAGH
QEEAKVTANNDKNRTFSVWYVPEV
TGTHKVTVLFAGQHIAKSPFEVYVDK
SQGDASKVTAQGPGLEPSGNIANKT
TYFEIFTAGAGIGEVEVVIQDPTGQK
GTVEPQLEARGDSTYRCSYQPTMEG
VHTVHVTFAGVPIPRSPYTVTVGQAC
NPTACRAVGRGLQPKGVRVKETADF
KVYTKGAGSGELKVTVKGPKGEERV
KQKDLGDGVYGFEYYPTIPGTYTVTI
TWGGQNIGRSPFEVKVGTECGNQK
VRAWGPGLEGGIVGKSADFVVEAIG
DDVGTLGFSVEGPSQAKIECDDKGD
GSCDVRYWPQEAGEYAVHVLCNSE
DIRLSPFMADIREAPQDFHPDRVKA
RGPGLEKTGVAINKPAEFTVDAKHA
GKAPLRVQVQDNEGHSVETTVKDN
GNGTYSCSYVPRKPVKHTAMVSWG
GVSIPNSPFRVNVGAGSHPNKVKVY
GPGVAKTGLKAHEPTYFTVDCTEAG
QGDVSIGIKCAPGVVGPTEADIDFDII
RNDNDTFTVKYTPCGAGSYTIMVLF
ADQATPTSPIRVKVEPSHDASKVKAE
GPGLNRTGVELGKPTHFTVNAKTAG
KGKLDVQFSGLAKGDAVRDVDIIDH
HDNTYTVKYTPVQQGPVGVSVTYGG
DHIPKSPFSVGVSPSLDLSKIKVSGL
VDKVDVGKDQEFTVKSKGAGGQGK
VASKIVSPSGAAVPCKVEPGLGADNS
VVRFVPREEGPYEVEVTYDGVPVPGS
PFPVEAVAPTKPSKVKAFGPGLQGG
NAGSPARFTIDTKGAGTGGLGLTVE
GPCEAQLECLDNGDGTCSVSYVPTE
PGDYNINILFADTHIPGSPFKAHVVP
CFDASKVKCSGPGLERATAGEVGQF
QVDCSSAGSAELTIEICSEAGLPAEV
YIQDHGDGTHTITYIPLCPGAYTVTIK
YGGQPVPNFPSKLQVEPAVDTSGVQ
CYGPGIEGQGVFREATTEFSVDARAL
TQTGGPHVKARVANPSGNLTDTYVQ
DCGDGTYKVEYTPYEEGVHSVDVTY
DGSPVPSSPFQVPVTEGCDPSRVRV
HGPGIQSGTTNKPNKFTVETRGAGT
GGLGLAVEGPSEAKMSCMDNKDGS
CSVEYIPYEAGTYSLNVTYGGHQVPG
SPFKVPVHDVTDASKVKCSGPGLSP
GMVRANLPQSFQVDTSKAGVAPLQV
KVQGPKGLVEPVDVVDNADGTQTV
NYVPSREGSYSISVLYGEEEVPRSPF
KVKVLPTHDASKVKASGPGLNTTGV
PASLPVEFTIDAKDAGEGLLAVQITD
PEGKPKKTHIQDNHDGTYTVAYVPD
VTGRYTILIKYGGDEIPFSPYRVRAVP
TGDASKCTVTGAGIGPTIQIGEETVIT
VDTKAAGKGKVTCTVCTPDGSEVDV
DVVENEDGTFDIFYTAPQPGKYVICV
RFGGEHVPNSPFQVTALAGDQPTVQ
TPLRPQQLPSQYTYPQGSQQTWIPE
RPMVGVNGLDVTSLRPFDLVIPFTIK
KGEITGEVRMPSGKVAQPSITDNKD
GTVTVRYSPSEAGLHEMDIRYDNM

None None None None None None None None None



HIPGSPLQFYVDYVNCGHITAYGPGL
THGVVNKPATFTVNTKDAGEGGLSL
AIEGPSKAEISCTDNQDGTCSVSYLP
VLPGDYSILVKYNDQHIPGSPFTARV
TGDDSMRMSHLKVGSAADIPINISE
TDLSLLTATVVPPSGREEPCLLKRLR
NGHVGISFVPKETGEHLVHVKKNGQ
HVASSPIPVVISQSEIGDASRVRVSG
QGLHEGHTFEPAEFIIDTRDAGYGGL
SLSIEGPSKVDINTEDLEDGTCRVTY
CPTEPGNYIINIKFADQHVPGSPFSV
KVTGEGRVKESITRRRRAPSVANVG
SHCDLSLKIPEISIQDMTAQVTSPSG
KTHEAEIVEGENHTYCIRFVPAEMG
MHTVSVKYKGQHVPGSPFQFTVGPL
GEGGAHKVRAGGPGLERAEAGVPAE
FGIWTREAGAGGLAIAVEGPSKAEIS
FEDRKDGSCGVAYVVQEPGDYEVSV
KFNEEHIPDSPFVVPVASPSGDARRL
TVSSLQESGLKVNQPASFAVSLNGA
KGAIDAKVHSPSGALEECYVTEIDQD
KYAVRFIPRENGVYLIDVKFNGTHIP
GSPFKIRVGEPGHGGDPGLVSAYGA
GLEGGVTGSPAEFIVNTSNAGAGAL
SVTIDGPSKVKMDCQECPEGYRVTY
TPMAPGSYLISIKYGGPYHIGGSPFK
AKVTGPRLVSNHSLHETSSVFVDSL
TKVATVPQHATSGPGPADVSKVVAK
GLGLSKAYVGQKSNFTVDCSKAGNN
MLLVGVHGPRTPCEEILVKHMGSRL
YSVSYLLKDKGEYTLVVKWGDEHIP
GSPYRIMVP


