}Il;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac P h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
C8YR32 LOXH1 _MOUSE Mus Lipoxygenase [25.019509 S246 NaN 34418053 MMAQKKKRRKKDIDFLGLYEEELLN |[None None None |None None None None None None
musculus [homology IYDSEDGEDELEHEYYKAKVYEVVTA
domain- TGDVRGAGTDANVFITLFGENGLSP
containing KLHLTSKSESAFEKANVDVFRVRTN
protein 1 NVGLIYKIRIEHDNTGLNASWYLDRV

IVIDMKRPHLRYYFNCNNWLSKVE
GDRQWCRDLLASFDPMDMPRGNK
YEIKVYTGDVIGAGTDADVFINIFGEY
GDTGERRLENEKDNFEKGAEDKFTL
DAPDLGQLMKINVGHNNKGGSAGW
FLSKIIIEDIGNKRKYDFPLNRWLAL
DEDDGKIQRDILVGGAETTAITYIVTV
FTGDIRGAGTKSKIYLVMYGARGNK
NSGKIFLEGGVFDRGRTDIFHIDLAV
LLSPLSRVSIGHGNIGVNRGWYCEK
IVVILCPFTGIQQTFPCSNWLDEKKAD
GLIERQLYEMVSLRKKRLKKYPWSL
WVWTTDLKKAGTNSPIFIQIYGKKGR
TDEILLNPNNKWFKPGIIEKFRMELP
DLGRFYKIRAWHDRQNPGSGWHLE
KMTLMNTINKDKYNFNCNRWLDA
NEDDNEIVREMTAEGPTVRRIMGM
IARYRVTVCTGELEGAGTDANVYLCL
FGDVGDTGERLLYNCRNNTDLFEK
GNADEFTIESVTMRKVRRVRVRHDG
KGSGSGWYLDRVLVREEGQPESDN
\VEFPCLRWLDKDKDDGQLVRELLPS
DSNATLKNFRYHISVKTGDVSGAST
DSRVYIKLYGEKSDTIKQVLLVSDNN
LKDYFERGRVDEFTLETLNIGTINRL
IVIGHDSTGMHAGWFLGSVQIRVPRQ
GKQYTFPANRWLDKNQADGRLEVE
LYPSEVVEIQKLVHYEIEIWTGDVGG
IAGTTSRVFVQIYGEEGKTEVLFLSSR
SKVFDRGSKDIFQTDTFTIYAIDLGAL
TKIRIRHDNTGNRPGWFLDRVDITD
IVNNETTYYFPCQRWLAVEEDDGQLS
RELLPVDESYVLPSEDEEGGGQGDN
NPLDNLALEQKDKSTTFSVTIKTGDK
KNAGTDANVFITLFGTQDNNGMTLL
KSSKTNSDKFERDSIEIFTVETLDLG
DLWKVRIGHDNTGKAPGWFVDWVE
IVDAPSLGKCMTFPCGRWLAKNEDD
GSIVRDLFHAELQTRLYTPFVPYEITL
YTSDVFAAGTDANIFIVIYGCDAVCT
RQKFLCTNKREQKLFFERKSASRFIV
ELEDVGEIIEKIRIGHDNTGINPGWH
CSHVDIRRLLPEKDGTETLTFPCDR
WLATSEDDKKTIRELVPYDIFTEKYM
KDGSLRQVYKEVEEPLDIVLYSVQIF
TGNVPGAGTDAKVYITIYGDLGDTGE
RYLGKSENRTNKFEKGTADTFIIEAA
DLGVIYKIKLRHDNTKWCADWYVEK
IVEIWNDTNEDEFLFLCGRWLSLKKE
DGRLERLFYEKEYTGDRSSNCSSPA
DFWEIALSSKMADVDIDTVTGPMVD
[YVQDGPVIPYYVSVITGKHKEAATDS
RAFVLLIGEDDECTNRIWLDYPQGK
RGFSCGSVEEFYVGGLDVGIIKKIEL
GHDGASPESCWLVEELCLAVPTQGT
KYTLRCNCWLAKDRGDGVTSRVFDL
LDAMVVNIGKKVLYEMTVWTGDVV
GGGTDSNIFMTLYGINGSTEEVQLD
KKKARFEREQNDTFIMEILDIAPFTK
MRIRIDGMGSRPEWFLERILLKNMN
TGDLTMFYYGDWLSQKKGKKTLVC
EICAVIDGEEMMEWTSYTVSVKTSDI
LGAGTDANVFIIIFGENGDSGTLALK
QSANWNKFERNNTDTFNFSDMLSL
GHLCKLRVWHDNKGIFPGWHLSYV
DVKDNSRDETFRFQCDCWLSKSEG
DRQTLRDFACANNEIRDELEETTYEI
IVIETGNGGETRENVWLILEGRKNRS
KEFLVENSSRQRAFRKGTTDTFEFD
SIFLGDIASLCVGHLAREDRFIPKREL
IVWHVKTITITEMEYGNVYFFNCDCLI




PLKRKRKYFKVFEVTKTTESFASKIQ
SLVPVKYEVIVITGYEPGAGTDANVF
IVTIFGANGDTGKRELKQKMRNLFER
GSTDRFFLETLELGELRKVRLEHDS
SGYYSGWLVEKVEVTNTSTGVATIFS
CGRWLDKSRGDGLTWRELFPSV




