UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus mitochndrion enc.loplasmlc golgi plasma extt.'acellular

ID name sites sites reticulum apparatus membrane [region

D3YVV9 D3YVV9_MOUSE Mus NaN [22.380232 NaN NaN 37507081 MGTGDFICISMTGGAPWGFRLQGG |None None None [None None None None None None
musculus KEEQQPLQVAKIRSQSKASGSGLRE

GDEVVSINGNPCADLTYPEVIKLME
GITDSLHLLVKRPSSGTSETLDSESE
TTNHQHLTHEGPMESTTLQIQQATE
TQSEDFFLAPVQTKVPLTEDQSNAW
GYAECPKEEQAPPMLGSQEGHLVEE
VILRQKAEAGQPGHVVELQLSLSKE
RHQCTSGPIVTLQGNDKSTSPDPDW
SSQLERTVHINSIPAPEKADTSLTSST
SSGRELRVIQGRDPGGAGLPQVEVIL
DCSDRLKAEECRLQTGRGCVASPVE
GGRSEAPPSLVSFAVSSEGTEHGED
QRSGKDQSRPHKHRARHARLRRSE
SLSEKQVKEAKSKCKSIALLLTDAPN
PNSKGVLMFKKRRRRARKYTLVSYG
TGELEREEEEEEDQEAGDKDEISEV
IAFLGTSESEVDEELLSDVDDNTQVV
NFDWDSGLVDIEKRLNRGDKMEML
PDTTGKGALMFAKRRERMEQFTAQ
NEEEKTGGMAGGGPDALQTDGLRT
MTSYQRKEESVRMQSSVSESSFQM
GRSLASVPQQNGFSGVSETAGAQR
MFPMNRTAKPFLGSMNQPAAPFSP
TRSVTSPISDFPAPPPYSAVSPPPEAF
SRGVSSPVAGPAQPPPWPQPAPWSQ
PAFYDSSEQIASRDERIAVPAKRTGIL
QEAKRRGTTKPMFTFKETKVSPNPE
LLSLLQNAEGKRGTGGDSGPEEDYL
SLGAEACNFMQSSAKQKTPPPVAPK
PAVKSPSSSQPVAPVSPVWSPGVAPA
QRPAFSTSNPPNPPQVTAVSSIKIAQ
PAAPPARPASALNLAGPFKGPQAVV
IVSHNYTPKPSAPTPLVNAAPAGAGG
PSNELPGMSGKGAQLFAKRQSRME
KYVVDSDTVQAHTVRAQSPTPSLPAS
IWKYSSNVRAPPPVAYNPIHSPSYPLA
IATIKSQPPGAQASKTSKKKGKKPLNTL
DVMKHQPYQLNASLFTFQPPDSKD
GLPQKSTVKVSSAPAMKQALPPRQA
NVGSPTNAQASSVYSENGRSLSLPG
RSAPPIISASPWLYQSACNYSSKPTF
ELEKANKRPTPWEAAARSPLGLVDD
IAFRPRNIQESIVAHVVSAARRKVSPG
SQEDWKERLSFVPQTQKTNMSFSE
RQEYPAPSPVNSHVSSHSLYSSQLPY
IVCYRQESRNDLKTMSMETRSEYCLP
LGGYDYNPHPRGWRQQP




