UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extt:acellular
1D name sites sites reticulum apparatus membrane [region
D3YXR8 D3YXR8 MOUSE Mus NaN [29.185005 NaN NaN 22645316  MREAAERRQQLELEHEQALAFLNA [None None None |None None None None None None

musculus

KQQEIQLLQQAQVEAKKEHEGAVQL
LENTLDCMQSKVRELEEKCRVQSE
QFNLLSRDLEKFRQHTGSIDLLGSS
SVALLDVPLAPGKPFPQYMNGLATSI
HKGHEGPTGHYSVIGDYIPLSGDKLE
SPCVKPSFLLRSSSPRCRFESEMDN
DRNSNNSKQSSSGKVHLCVARYSY
NPFDGPNENPEAELPLTAGKYLYVY
GDMDEDGFYEGELLDGQRGLVPSN
FVDFIQDNESRLAGTLGSEQDQNFL
NHSGISLERDSILHLHSPTQVDSGIT
DNGGGTLDVNIDDIGEDTVPYPRKIT
LIKQLAKSVIVGWEPPAVPPGWGTVS
SYNVLVDKETRMSLALGRRTKALIE
KLNTAACTYRISVQCVTSRGNSDEL
QCTLLVGKDVVVAPSQLRVDNITQIS
IAQLSWLPTNSNYSHIIFLNEEELDIV
KAARYKYQFFNLRPNMAYKVKVLAQ
PHQMPWQLPLEQREKKEACVEFST
LPAGPPAPPQDVTVHAGATAASVQV
SWKPPALTPTGLSNGANVTGYGVYA
KGQRVAEVIAPTADGTAVELIRLRSL
EAKAVSVRTLSVQGESMDSALAAIPP
DLLVPPAPHPRTAPPPKPLASDMDT
KDQHLGPHVKVDESWEQSRSPGPA
HGHMLEPPDMHSAGPGRRSPSPSRI
LPQPQGAPVSTTVAKAMAREAAQRV
AESNRLEKRSLFLEQSSAGQYTNSD
EEDGYASPEVKRRGTSVDDFLKGSE
LGKQPHCCHGDEYHTESSRGSDLS
DIMEEDEEELYSEMQLEDGGRRRPS
GTSHNALKILGNSTLMGRADRMEH
VSRRYSHSGGGSHRHRPAMAPSIDE
YTGRDHLSPDFYDESETDPGAEELP
ARIFVALFDYDPLTMSPNPDAAEEEL
PFKEGQIIKVYGDKDADGFYRGETCA
RLGLIPCNMVSEIHADDEEMMDQL
LRQGFLPLNTPVEKIERSRRSGRGH
SVPTRRMVALYDYDPRESSPNVDVE
AELPFCTGDIITVFGEIDEDGFYYGEL
NGQKGLVPSNFLEEVPDDVEVHLSD
IAPPHYSHDPPMRSKAKRKKSVHFTP




