}j];l iprotkB Entry name organism full oglcnacscore oplcnac p'h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
name sites sites reticulum apparatus membrane region
D372041 D37041 _MOUSE Mus Long- [24.557655 NaN NaN 36064721;37507081 MEVHELFRYFRMPELIDIRQYVRTLP [None None None [None None None None None None
musculus |chain- TNTLMGFGAFAALTTFWYATRPKAL
fatty- KPPCDLSMQSVEIAGTTDGIRRSAVL
acid-- EDDKLLVYYYDDVRTMYDGFQRGIQ
CoA VSNNGPCLGSRKPNQPYEWISYKEV
ligase IAELAECIGSGLIQKGFKPCSEQFIGL

FSQNRPEWVIVEQGCFSYSMVVVPL
YDTLGADAITYIVNKAELSVIFADKPE
KAKLLLEGVENKLTPCLKIIVIMDSY
GSDLVERGKKCGVEIISLKALEDLGR
IVNRVKPKPPEPEDLAIICFTSGTTGN
PKGAMITHQNIINDCSGFIKATESAL
TLNASDTQISYLPLAHMYEQQLQCV
MLCHGAKIGFFQGDIRLLMDDLKVL
QPTIFPVVPRLLNRMFDRIFGQANTS
LKRWLLDFASKRKEAELRSGIVRNN
SLWDKLIFHKIQSSLGGKVRLMITGA
APVSATVLTFLRTALGCQFYEGYGQT
ECTAGCCLSLPGDWTAGHVGAPMP
CNYVKLVDVEEMNYLASKGEGEVC
VKGANVFKGYLKDPARTAEALDKDG
'WLHTGDIGKWLPNGTLKIIDRKKHIF
KLAQGEYIAPEKIENIYLRSEAVAQVF
VHGESLQAFLIAVVVPDVESLPSWA
QKRGLQGSFEELCRNKDINKAILDD
LLKLGKEAGLKPFEQVKGIAVHPELF
SIDNGLLTPTLKAKRPELRNYFRSQI
DELYATIKI




