UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular cytosol [nucleus mitochndrion em‘.loplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

D3Z2]5 D3Z2]5 MOUSE [Mus NaN [29.185005 NaN NaN 22645316 MFPENLAEGETQMRGCLLEHGRN [None None None (None None None None None None
musculus 'WSAIARMVGSKTVSQCKNFYFNYKK

RQNLDEILQQHKLKMPGPGLRHRA
SPAVTATVLSQEKERNARRKKKKTP
IAAASEETAFPPAAEDEEMEASGASA
NEEELAEEAEASQASGNEVPRVGEC
SGPAAVNNSSDTESVPSPRSEATKD
TGPKPTGTEALPAATQPPVPPPEEPA
VAPAEPSPVPDASGPPSPEPSPSPAA
PPATVDKDEQEAPAAPAPQTEDAKE
QKSEAEEIDVGKPEEPEASEEPPESV
KSDHKEETEEEPEDKAKGTEAIETVS
EAPLKVEEAGSKAAVTKGSSSGATQ
DSDSSATCSADEVDEPEGGDKGRLL
SPRPSLLTPAGDPRASTSPQKPLDLK
QLKQRAAAIPPIVTKVHEPPREDTVP
PKPVPPVPPPTQHLQPEGDVSQQSG
GSPRGKSRSPVPPAEKEAEKPAFFPA
FPTEGPKLPTEPPRWSSGLPFPIPPR
EVIKTSPHAADPSAFSYTPPGHPLPL
GLHDSARPVLPRPPISNPPPLISSAK
HPGVLERQLGAISQGMSVQLRVPHS
EHAKAPMGPLTMGLPLAVDPKKLAP
FSGVKQEQLSPRGQAGPPESLGVPT
IAQETSVLRGTALGSATSGSITKGLPS
TRAADGPSYRGSITHGTPADVLYKGT
ISRIVGEDSPSRLDRAREDTLPKGHV
[YEGKKGHVLSYEGGMSVSQCSKED
GRSSSGPPHETAAPKRTYDMMEGR
[VGRTVTSASIEGLMGRAIPEQHSPHL
KEQHHIRGSITQGIPRSYVEAQEDYL
RREAKLLKREGTPPPPPPPRDLTETY
KPRPLDPLGPLKLKPTHEGVVATVKE
IAGRSIHEIPREELRRTPELPLAPRPLK
EGSITQGTPLKYDSGAPSTGTKKHDV
RSIIGSPGRPFPALHPLDIMADARAL
ERACYEESLKSRSGTSSGAGGSITRG
IAPVVVPELGKPRQSPLTYEDHGAPFT
SHLPRGSPVTTREPTPRLQEGSLLSS
KASQDRKLTSTPREIAKSPHSTVPEH
HPHP




