UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane [region
D3Z7D5 D3Z27D5_MOUSE Mus NaN (22.380232 NaN NaN 37507081 MTTIKMLQGPLSVLLIGGLLGVLHA [None None None [None None None None None None

musculus

QQQEAISPQEQEAVSPDISTTERNN
NCPEKADCPVNVYFVLDTSESVAMQ
SPTDSLLYHMQQFVPQFISQLQNEF
YLDQVALSWRYGGLHFSDQVEVFSP
PGSDRASFTKSLQGIRSFRRGTFTDC
ALANMTQQIRQHVGKGVVNFAVVIT
DGHVTGSPCGGIKMQAERAREEGIR
LFAVAPNRNLNEQGLRDIANSPHEL
YRNNYATMRPDSTEIDQDTINRIIKV
MKHEAYGECYKVSCLEIPGPHGPKG
'YRGQKGAKGNMGEPGEPGQKGRQG
DPGIEGPIGFPGPKGVPGFKGEKGEF
GSDGRKGAPGLAGKNGTDGQKGKL
GRIGPPGCKGDPGSRGPDGYPGEAG
SPGERGDQGAKGDSGRPGRRGPPG
DPGDKGSKGYQGNNGAPGSPGVKG
GKGGPGPRGPKGEPGRRGDPGTKG
GPGSDGPKGEKGDPGPEGPRGLAGE
VGSKGAKGDRGLPGPRGPQGALGEP
GKQGSRGDPGDAGPRGDSGQPGPK
GDPGRPGFSYPGPRGTPGEKGEPGP
PGPEGGRGDFGLKGTPGRKGDKGEP
IADPGPPGEPGPRGPRGIPGPEGEPGP
PGDPGLTECDVMTYVRETCGCCDCE
KRCGALDVVFVIDSSESIGYTNFTLE
KNFVINVVNRLGAIAKDPKSETGTRV
GVVQYSHEGTFEAIRLDDERVNSLS
SFKEAVKNLEWIAGGTWTPSALKFA
'YNQLIKESRRQKTRVFAVVITDGRHD
PRDDDLNLRALCDRDVTVTAIGIGD
MFHETHESENLYSIACDKPQQVRN
MTLFSDLVAEKFIDDMEDVLCPDPQ
IVCPELPCQTDEPWPGNKPPVTFLRT
EEGPDPTFPKTIPLIQQLLNATEFTQ
NPAAYSQLVAVMVYTAERAKFSTGV
ERQDWMQLFIDTFKLVHRDITGDPE
SVLALC




