TDWALPAAMGERVHANPERGFWCL
NREQPRGRRCSNYHVRFRCPLEAA
'WGAWGAWGLCSKSCGLGRRLRRRS
CQSSSGDTCPGSPQEAQKCVRSRCP
GCSSDTCGCPNHILLGSVVTPSGRPL
SGARVSLRTRPGTIATSGTHGTFQVP
GVCAGSKASVSAQMNGFSAGTAQA
HANSSNTATVTIILEELGKPYLVKHP
ESRVREAGQNVTFCCKASGTPMPKK
YSWFHNGTLLDRRQQGSGPHLELQ
GLHQAQAGEYHCKAWNEAGTVRSR
IAALLTILAPGQQACDPRPQEHLIKLP
DDCGQPGGGPTYLDVGLCADTRCPG
PVGSGPRCGDAGSRCCSVLRLESRD
IRCSGYVLPVKVVAECGCRKCLPRRG
LVRGRVVAADSGEPLRFARILLGRAP
IGFTSYQGDFTIEVPPATERLVVTFVD
PSGDFVDSVRVLPFDPRGAGVYHEI
RALRKAAAVLLDAERGGEIPLGSTEE
APALGELVLPPGTFHHPDGRPYTGP
VEARVTFVDPRDLASASAASSDLRFL
DSAGELAPLRTYGMFAVDLRAPGST
EQLHVARADVHVDADHVRMPGHAE
ALALWSLDPETGLWEEEGSEQGSG
GFRRETAAARVRREERAFLVGALTM
RERRLFNLDVPERRRCFVKVRAYGT
DRFAPAEQVQGVVVTLLNLEPAPGF
TANPRAWGRFDSAVTGPNGACVPAF
CDAEKPDAYTAFVTAALGGEELEAA
PSRPRATAAVVGVAQPYLERLGYQRT
DHDDPALKRTGFRLNLARPRAGHES
EAHGPVYPWRRLRDCEDAPVTDSHF
RFSRVEADKYEYDVVPFHEGAPASW
TGDLLAWWPNPQEFRACFLKVRLQ
GPQEYMVRSHNAGGTHEATRGRLY
GLRDTRSVRHPERPGASAACVEFKC
GGMLFDQRQVDRTLVTVTPQGSCR
RVAVNTLLQDYLARHPPLAAADDPA
AFAMLAPLDALGHNYGVYTVTDQSP
RLAKEIAIGRCFDGSSDGFSREMKA
DAGTAVTFQCREPPARPSLFQRLLE
NPSSALGDIRREMGQATRYSRVNQT

QAGDTGPFGPGQ

UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion enc}oplasmle golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
D3Z7H8 CILP2_MOUSE Mus Cartilage 25.161187 NaN NaN 34887587 MASPLPLLYLCLAALHLAGARDATPT [None None None |None None None None None None
musculus [intermediate EEHTSTARGLQGRPPDTGQPSPALE
layer DWEEASEWTSWFNVDHPGGDGDF
protein 2 ESLAAIRFYYGPARVCPRPLALEART




