UniprotKB Entry name |organism (full name oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

D3Z9L0 D3Z9L0_RAT |Rattus |Acylglycerol (23.439218 NaN NaN 38843836 MNSKVTRKGREGGGCCEPTPRSRE |True False 1.279 |[1.269 |4.591 1.052 False 1.084 1.303
norvegicus |kinase, SSPCQAGAVPRRNPRAAGAVSFKRE

mitochondrial

GDFCESTQERPDAERRAAEKMTTFF
KTLRNHWKKTTAGLCLLTWGGHWL
YGKHCDNLLRRAACQEAQVFGNQLI
PPNAQVKKATVFLNPAACKGKARTL
FEKNAAPILHLSGMDVTVVKTDYEG
QAKKLLELMETTDVIIVAGGDGTLQE
IVVTGVLRRTDEATFSKIPIGFIPLGQT
SSLSHTLFAESGNKVQHVTDAALAIV
KGETVPLDVLQIKGEKEQPVYAMTG
LRWGSFRDAGVKVSKYWYLGPLKTK
IAAHFFSTLQEWPQTHQASISYTGPT
ERPPIGPEDAAPRPSLYRRILRRLASF
WAQPQDAFSPEVSPEVWKDVQLSTI
ELSITTRNTQLDLTSKEDFMNICIEP
DTVSKGDFIIIGSKKVRDPGLRAAGT
ECLHASRCTLSLPEGTEGSFSIDSEE
YEAMPVEVKLLPRKLQFFCDPRKRE

QMLQSTSQ




