}J];l iprotKB [Entry organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol \nucleus mitochndrion em.ioplasmlc golgi - extl:acellular
name sites sites reticulum apparatus membrane region
D3ZAL8 LRRT3_RAT [Rattus Leucine-rich 23.439218 NaN NaN 38843836 MGFNVIRLLRGSAVAVVLAPTVLLT |False False False |False False False 0.771 4.274 3.404
norvegicus repeat MLSSAERGCPKGCRCEGKMVYCES
transmembrane QKLQEIPSSISAGCLGLSLRYNSLQK
neuronal LKYNQFKGLNQLTWLYLDHNHISNI
protein 3 DENAFNGIRRLKELILSSNRISYFLN

NTFRPVITNLRNLDLSYNQLHSLGSE
QFRGLRKLLSLHLRSNSLRTIPVRIF
QDCRNLELLDLGYNRIRSLARNVFA
GMIRLKELHLEHNQFSKLNLALFPR
LVSLOQNLYMQWNKISVIGQTMSWT
WSSLQRLDLSGNEIEAFSGPSVFQC
VPNLQRLNLDSNKLTFIGQEILDSWI
SLNDISLAGNIWECSRNICSLVNWL
KSFKGLRENTILCASPKELQGVNVID
IAVKNYSICGKSTTTERFDLARALPKP
TFKPKLPRPKHESKPPLPPTVGASEP
SPETDVDTEHISFHKIIAGSVALFLSV
LVILLVMYVSWKRYPASMKQLQQRS
LMRRHRKKKRQSLKQMTPGTQEFY
VDYKPTNTETSEMLLNGTGPCTYSK
SGSRECEIPLSMNVSTFLAYDQPTIS
YCGVHHELLSHKTFETNAQEDTME
SHLETELDLSTITSAGRIGDHKPQLA




