UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘ioplasmlc golgi plasma extlfacellular

ID name sites sites reticulum apparatus membrane [region

D3ZEH1 D3ZEH1 RAT [Rattus NaN [23.439218 NaN NaN 38843836 MNLAANRTPGRRRFPLPSPSLGQLL |False False 1.31 2.154 1.771 0.188 0.938 4.05 1.502
norvegicus RVWGLLSLLPSPARVQAAEQRQVFQ

VMEEQPPGTLVGTIPTRPGFTYRLSE
SHALFAINSSTGALYTTATIDRESLPS
DVVNLVVLSSSPTYPTEVRVLVRDLN
DNAPVFPDPSIVVTFKEDSGSGRQVI
LDTATDSDIGSNGVDHRSYRIVRGN
EAGRFRLDITLNPSGEGAFLHLVSK
GGLDREVTPQYQLLVEVEDKGEPKR
RGYLQVNVTVQDINDNPPVFGSSHY
QAGVPEDAVVGSSVLQVAAADADEG
TNADIRYRLQDEGTPFQMDPETGLIT
VREPLDFEARRQYSLTVQATDRGVP
SLTGRAEALIQLLDVNDNDPVVKFR
YFPATSRYASVDENAQVGTVVALLTV
TDADSPAANGNISVQILGGNEQRHF
EVQRSKVPNLSLIKVASALDRERIPS
YNLTVSVSDNSGAPPTAEVQARSSV
ASLVIFVNDINDHPPVFEQQVYRVNL
SEEVPPGSYVSGVSATDGDSGLNAN
LRYSIVSGNGLGWFHISEHSGLVTTS
AAGGLDRELASQIVLNISARDQGVH
PKVSYAQLVVSVLDVNDQKPVFSQP
EGYEVSVVENAPTGTELLVLGATDG
DLGDNGTVRFSLQEAESDQRLFRLD
PVSGRLSTISSLDREEQAFYCLLILAT
DLGSPPQSSTVQVNVSLLDINDNSP
VFYPVQYFAHIQENEPGGSYVTTVSA
TDPDMGPNGTVKYSISAGDRSRFQI
HAKSGVISTKMALDREEKTAYQLQIV
ATDGGNLQSPSQAIVTVTVLDTQDN
PPVFSQAAYSFVVFENVALGYHVGS
VSATTMDLNANISYLITTGDQRGMF
AMNPVTGQLTTASVIDREEQSFYQL
RVVASGGAVTGDAVVNITVKDLNDN
APHFLQAVESIDAVENWQAGHSIFQ
AKAVDPDEGVNGRVLYSLKQNPKNL
FTINEQNGNISLLGTLDVHAGSYQV
EIVASDMGVPQLSSSIILTVYVHDVN
DNPPVFDQISYEVTLSESEPVNSRFF
KVQALDKDSGANGEIAYAITDGNSG
EAFGIFPDGQLYIKSELDRELQDRYV
LLVVASDRAVEPLSATVNVTVILEDV
NDNRPLFNSTNYTFYFEEEQRAGSF
'VGKVSAVDKDFGPNGEVRYAFEVAQ
PDFELHAITGEITNTHKFDRESLMR
RRGTAVFSFTVIATDQGLPQPLKDQA
TVHVYMKDINDNAPKFLKDFYQATV
SETATNLTQVLRVSASDVDEGNNGL
IHYSILKGNEERQFSIDRFSGQVTLV
GKLDYEATPAYSLLIQAVDSGTVPLN
STCTLSIDILDENDNTPSFPKSTLFV
DVLENMRIGELVSSVTATDSDSGVN
ADLHYTITGSNNHGTFSISPNTGSIF
LAKKLDFETQSLYKLNITAKDQGRPP
RSSTMSVVIHVRDFNDNPPSFPPGD
IFKSIVENIPLGTSVISVTAHDPDADI
NGQLSYAIIQQMPRGNHFSIDEVKG
TIYTSAEIDREFANLFELTVKANDQA
VPIETRRYALKNVTILVITDLNDNVPIF
ISQNALAADPSAMIGSVLTTIMAADP
DEGANGEVEYEIVNGDTDTFTVDRY
SGDLRVASALVPSQLIYNLIVSATDL
GPERRKSTTELTVILQGLDGPVFTQT
KYITILKEGEPIGTNVISIEAASPRGSE
APVEYYIVSVRCEEKTVGRLFTIGRQ
TGVIQTAAILDREQGACLYLVDVYAIE
KSSAFPRTQRAEVEITLQDINDNPPV
FPTDTLDLTVEENIGDGSKIMQLTA
MDADEGANALVTYALISGADDSFRI
DPESGDLIATKRLDREHRSKYSLLVR
ADDGLQSSDMRINITISDVNDHTPR
FSRPVYSFDIPEDTTPGSLVAAILATD




DDSGVNGEISYVVEEDDGDGVFFLN
PVTGVENLTRALDYERQQYYILTVRA
EDGGGQFTTIRAYFNILDINDNPPVF
SLSSYSTSLMENLPLGSTVLVFNVTD
ADDGVNSQLSYSIASGDSLGQFAVD
KHGVLKALKALDRESQSFYNLVIQV
HDLPQPPASRFTSTAQVSIILLDVND
NPPMFLSPKLTYIPENTPIDTVVFKA
QATDPDSGPNSYIEYTLLNPAGNKFS
IGTIDGEVHLTGELDREEVSNYSLTV
VATDKGQPPLSSSTEVVVMVLDIND
NNPVFAQAMYRVQIKENTLTGTDIIQ
VSAADNDEGTNGQVRYGIVGGNTH
QEFRIDSVTGAITVAKSLDRETIPAYI
LTVQATDRGSSPRTDSCTVAITLLDM
NDFVPVFELSPYSVNVPENLGALPR
TILQVVARDDDQGPNSQLSYVLLGG
NEDNAFALTASGELRVTQSLDREAR
DHFVLVVTAADAGSPALTGTGTINII
VDDINDNVPTFASNMYFTAIPEDAPT
GTDVLLVNASDADAATNAVISYSIIG
GNSQFTINPSTGQIITSALLDRETKD
NYTLVVVASDAGSPESLSSSTSVLVS
VIDVNDNPPRFQHHPYVTHIPSPTP
PGSFVFAVTVTDADIGPNSELHYSLS
GRNSEKFHIDPLRGAIMAAGPLSGA
SEVTFSVHVKDGGSFPKTDSTTVTV
RFANKADFPKVRAKEQTFMFPENQ
PVGTLVTTITGSSLRGETLSYYIASGN
LGNAFQIDPLTGQVSISQPLDFEKIQ
KYIVWIEARDGGFPPFSSYEKLDITVL
DINDNAPAFEEDPFVSEILENLSPRK
ILTVSATDKDSGPNGQLAYEIVNGN
QESSFTINHATGEIRSIRPLDREKISY
YELTVKSSDKGSPSQSTSVKVIISVLD
ENDNAPRFSQIFSAYVSENSPLGYTV
TRVTTSDEDIGINAISRYSIADTALPF
TINPNTGDIVISRPLNREDTDRYRIRV
SAHDSGWTVSTDVTIFVTDINDNTP
RFSRPSYYLDCPELTELGSRVTQVSA
TDPDEGSNGQVFYFIKSKSEYFRINA
TTGEIFNKQVLKYQNVSGFSNVNIN
RHSFIVTASDRGNPSLLSETTVTINT
VDSNDNPPQFLKNKYFTPVTKNVKV
GTKLIKVTAVDDKDFGLNSEVEYFVS
NGNHLGKFKLDNDTGWISIASSLVS
DLNQNFFIRVTAKDKGNPPLSSQVVI
HITVTEENYHTPEFSQSHISATIPES
HSIGSVVRTVSARDRDTAMNGLISY
NISSGNEEGIFAINSSTGVVTLAKAL
DYELSSKHEMTISATDGGWVARTGY
CSLTVSVIDVNDNSPVFVPDEFFPTV
MENAPSGTTVIHLNATDADSGANAV
IAYTVQSSDSDLFVIDPNTGVITTQGF
LDFETKQSYHLTVKAFNVPDEEKCS
FATVNIQLMGTNEYVPRFVSKLYYFE
VSEAAPRGTAVGEVFASDRDMGAD
GEVHYLIFGNSRKKGFQIHKMTGQI
YVSGLLDREKEERVSLKVLAKNFGNI
RGADIDEVTVNITVLDANDPPVFSLN
TYRVQISEGVPIGTHVTFVSAFDSDSI
PSWSRFSYFIGSGNENGAFSINPQT
GQITVTSGLDRESLPVYNLTVLAVDS
GTPSATGSASLLVTLEDINDNGPVLT
VSEGEVLENKRPGTLVMTLQSTDPD
LPPNQGPFNYYLLSTGPATNYFSLNT
AGVLSTTREIDREQIADFYLSVVTRD
SGAPQMSSTGTVHITVLDQNDNPSQ
SRTVEIFVNYYGNLFPGGTLGSVKPQ
DPDVLDSFHCSLTSGVTSLFSIPAGS
CDLSSQPRSTDGTFDLTVVSSDGVH
STVINNIRVFFAGFSNATIDNSILLR
VGVPTVKDFLTNHYLHFLRIASSQLT
GLGTAVQLYAAYEENNRTFLLAAVK
RNHNQYVNPSGVATFFESIKEILLRQ
SGVKVESVDHDPCIHAPCQNGGSCL




RRLAVGSALKIQESLPVIIVANEPLQP
FQCKCVPGYAGSWCEVDIDECLPAP
CHNGGTCHNLVGGFSCSCSEGFTG
RACERDINECLPSPCKHGAVCQNFP
GGFNCVCKTGYTGKMCESSVNYCE
CNPCFNGGSCQSGVESYYCHCPFGV
FGKHCELNSYGFEELSYMEFPSLDP
NNNYIYVKFATIKSHALLLYNYDNQT
GERAEFLALEIAEERLRFSYNLGSGT
YKLTTMKKVSDGQFHTVIARRAGMA
ASLTVDSCSENQEPGYCTVSNVAVS
DDWTLDVQPNRVTVGGIRSLEPILQ
RKGHVESHDFVGCIMEFAVNGRPLE
PSQALAAQGILDQCPRLEGTCARNP
CQHGGTCVDFWSWQQCQCMEGLT
GKYCEKSVTPDTALSLEGKGRLDYH
MSQSEKREYLLTQSIREATLEPFGV
NSLEVKFRTRSENGILIHIQESSNYT
TVKIKNGKVHFTSDAGVAGKVERIIP
EAYVADGHWHTFRISKNGSSTVLSV
DRTHSRDVVHPTQDFGGIEVLSMSL
GGIPPNQAHRDTQTGFNGCIASVLY
GGESLPFSGKHSLASISKTDPSVKIG
CRGPNICASNPCWGDLLCINQWYAY
KCVPPGDCASHPCQNGGSCEPGLLS
GYTCSCPESHTGRTCETVVACLGVL
CPQGKVCKAGSPGGHVCVQSQGPD
EISLPLWAVPAIVGSCATALALLVLSL
ILCNQCRGKMPKNPKEEKKPKEKKK
KGSENVAFDDPDNIPPYGDDLAVRK
QPEGNPKPDIIERENPYLIFDETDIPH
NSETIPSAPLASPEQEIEHYDIDNASS
IAPSDADIIQHYKQFRSHTPKFSIQR
HSPLGFARQSPMPLGASSLTYQPSS
YGQALRTSSLSHSACPTPNPLSRHSP
APFSKPSAFYRNSPARELHLPLRDG
GTLEMHGDPCQPGMFNYATRLGRR
SKSPQAMASHGSRPGSRLKQPIAQIP
LESSPPVGLSIEEVERLNTPRPRNPSI
CSADHGRSSSEEDCRRPLSRTRNPA
DGIPAPESSSDSDSHDSFTCSEMEY
DREKPVVYTSRMPKLSQVNESDADD
EDNYGARLKPRRYHGRRAEGGPVGT
PAAASGAADSTLKLGQQAGNFNWD
NLLNWGPGFGHYVDVFKDLASLPE
KAAGNEEGKSGAAKPAAKDGEAEQY
\Y




