UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.facellular

ID name sites sites reticulum apparatus membrane [region

D3ZH36 D3ZH36 RAT |Rattus NaN [23.439218 NaN NaN 38843836 MLRLGLCAAALLCVCQPGAVHADC |False False False [0.661 False 0.281 False 2.796 3.834
norvegicus WLIEGDKGYVWLAICSQNQPPYETIP

QHINSTVHDLRLNENKLKAVLYSSL
NRFGNLTDLNLTKNEISYIEDGAFLG
QTSLQVLQLGYNRLSNLTEGMLRG
MSRLQFLFVQHNLIEVVTPTAFSEC
PSLISIDLSSNRLSRLDGATFASLASL
MVCELAGNPFNCECDLFGFLAWLV
VFNNVTKNYDRLQCESPREFAGYPL
LVPRPYHSLNAITVLQAKCRNGSMP
IARPVSHPTPYSTDAQREPDENSGFN
PDEILSVEPPASSTTDASAGPAIKLH
QVTFTSATLVVIIPHPYSKMYVLVQY
NNSYFSDVMTLKNKKEIVTLDKLRA
HTEYTFCVISLRNSRRFNHTCLTET
TRDLVPGDQVPSTSTTTHYIMTILGC
LFGMVIVLGAVYYCLRKRRMQEEQQ
KSVNVKKTILEMRYGADVDAGSIVH
IAAQKLVEPPVLPVARMSSIPSMIGEK
LPASKGLEAGLDTPKVATKGNYIEVR
TGAAGDSLARPEDDLPEIENGQGSA
IAEISTIAKEVDKVNQIINNCIDALKLD
SASFLGGGSGGGDSDLAFECQSLPA
IATAASSTATPGALERPSFLSPPYKES
SHHPLQRQLSADAAVTRKTCSVSSS
GSIKSAKVFSLDVPDHPTPTGLAKSD
SKYIEKGSPLNSPLDRLPLVPTGSSG
SSGGGGGIHHLEVKPAYHCSEHRHS
FPALYYEEGADSLSQRVSFLKPLTRS
KRDSTYSQLSPRHYYSGYSSSPEYSS
ESTHKIWERFRPYKKHHREEAYMAA
GHALRKKVQFAKDEDLHDILDYWK

GVSAQQKL




