UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extlfacellular

ID name sites sites reticulum apparatus /membrane [region

D3ZHL1 D3ZHL1_RAT |Rattus NaN [23.439218 NaN NaN 38843836 MDRAALRAAAMGEKKEGGGGGASA |False False 3.475 |2.876 1.496 4.213 0.999 1.748 1.548
norvegicus AADGGAGAAASRALQQCGQLQKLID

ISIGSLRGLRTKCSVSNDLTQQEIRTL
EAKLVRYICKQRQSKLSVTPSDRTAE
LNSYPRFSDWLYIFNVRPEVVQEIPQ
ELTLDALLEMDEAKAKEMLRRWGA
SAEECSRLQQALTCLRKVTGLGGEH
KEDSGWSSAEARESSSGPSVDMLSS
LGRAGASTQGPRSISVSALPASDSPV
PGLSEGLSDTCIPLHTSGRLTPRALH
SFITPPTTPQLRRHAKLKPPRTPPPPS
RKVFQLLPSFPTLTRSKSHESQLGN
RIDEVAPMRFELPHGSPQLVRRDIGL
PVTHRFSTKSWLSQVCNVCQKSMM
FGVKCKHCRLKCHNKCTKEAPACRI
SFLPLARLRRTESVPSDINNPVDRAA
EPHFGTLPKALTKKEHPPAMNLDSS
SNPSSTTSSTPSSPAPFLTSSNPSSA
TTPPNPSPGQRDSRFNFPAAYFIHH
RQQFIFPDISACPQAAPLSSTADSTR
LDDQPKTDVLGVPEAEAEEPEAGKS
EAEDDEDEIDDLPSSRRHWRGPISR
KASQTSVYLQEWDIPFEQVELGEPIG
QGRWGRVHRGRWHGEVAIRLLEMD
GHNQDHLKLFKKEVMNYRQTRHE
NVVLFMGACMNPPHLAIITSFCKGR
TLHSFVRDPKTSLDINKTRQIAQEIIK
GMGYLHAKGIVHKDLKSKNVFYDN
GKVVITDFGLFGISGVVREERRENQL
KLSHDWLCYLAPEIVREMIPGRDED
QLPFSKAADVYAFGTVWYELQARDW
PFKHQPAEALIWQIGSGEGVKRVLA
SVSLGKEVGEILSACWAFDLQERPS
FSLLMDMLEKLPKLNRRLSHPGHF
'WKSADANSSKVMPRFERFGLGTLES
SNPKM




