
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D3ZM69 D3ZM69_RAT Rattus
norvegicus

NaN 28.175057 NaN NaN 18683930 MTTEVASASEVKKGSDPSGADAHKE
KAKEVVENEQTAASELDEGKASQPG
PTAESQSSPHRRKRGKDPSENRGIS
RFIPPWLKKQKSYSLVVAKDGGDKK
EPTQADGEDQILDKEDTLPEEESRA
KGDAEEMAQRKHLEVKVEVREEKS
ALKSSAEIQPAEQVRKDKEEEVIQDI
QEEKLEGGAAKRETKEVQTSELKAE
VASQKAAKKTKTVLAKVTLLDGTEFS
CDLEKRAKGQALFDRVCEHLNLLEK
DYFGLIFQEHPEQKNWLDPAKEIKR
QLRSLPWLFTFNVKFYPPDPSQLTE
DITRYFLCLQLRQDISSGRLPCSFVT
HALLGSYTLQAEHGDYDPEEYDSIDL
GDFQFAPTHNKELEEKVAELHKTHR
GLSPAQADSQFLENAKRLSMYGVDL
HHAKDSEGVDIKLGVCANGLLIYKD
RLRINRFAWPKILKISYKRSNFYIKVR
PGELEQFESTIGFKLPNHRAAKRLW
KVCVEHHTFYRLVSPEQPPKTKFLTL
GSKFRYSGRTQAQTREASTLIDRPAP
QFERASSKRVSRSLDGAPIGVVDQSL
MKDFPGPPGEGSVPGPGVVSYTTVQ
DGRRDGKSPTKVTPLLAEGKKNTLR
VDGDNIYVRHSNLMLEDLDKAQEAI
LKHQASVSELKRNFMESTPEPRPSE
WEKRRVTPLSCQILASSHETLNVVE
EKKRAEVGKGESVITEEMNGKELSP
GSGPGETRKVEPMAHKDSTSLSSES
SSSSSESEEDVGEYQPHHRVTEGTIR
EEQEYEEELEEEPGQGAKVVEREAA
MPEAIPDRQAGASVLPVETEAQENV
VAQKLPGEKGAHRGTAEQDMSEEA
EEDQHRVNGEVPHLDIDGLPEIVCP
SEPPVVKTEMVTISDASQRTEISTKE
VPIVQTETKTITYESPQIDGGAGGDS
GVLLTAQTITSESASTTTTTHITKTVK
GGISETRIEKRIVITGDAALDHDQALA
QAIREAREQHPDMSVTRVVVHKETE
LAEEGED

None None None None None None None None None


