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APGKSPPEPPSPQEILIKVQVYVSGEL
VPLARASVDVFGNRTLLAAGTTDSE
GVATLPLSYRLGTWVLVTAARPGFLT
NSVPWRVDKLPLYASVSLYLLPERPA
TLILYEDLVHILLGSPGARSQPWVQF
QRRAARLPVSSTYNQLWASLTPAST
QQEMRAFPAFLGTEASSSGNGSWL
ELIPLTAVSVHLLTGNGTEVPLSGPI
HLSLPVPSEPRALAVGTSIPAWRFDP
KSGLWVRNGTGVIRKEGRQLYWTFV
SPQLGYWVAAMASPTSGLVTITSGIQ
DIGTYHTIFLLTILAALALLVLILLCLL
IYYCRRRCLKPRQQHRKLQLSGPSD
NKRDQATSMSQLHLICGGPLEPTSS
GDPEAPPPGSLHSAFSSSRDLASSR
DDFFRAKPRSASRPAAEPPGARSVE
GAGLKGARSVEGPGVLEPSLEEYRR
GPAGAAAFLHEAPSPPPSFDHYLGH
KGAAESKTPDFLLSQSVDQLARPPSL
SQPGQLIFCGSIDHLKDNVYRNVMP
TLVIPAHYVRLGGEAGAAGVGDEATP
PEGSAAGPARPFPQPDPQRPLIQGH
AGAGGDGGGGEGWGGGRSAPVSGS
VTIPVLEFNESTMAQLNGELQALTEK
KLLELGVKPHPRAWFVSLDGRSNSQ
'VRHSYIDLQAGGGGRSTDASLDSGV
DVHEARPARRRPPREERERAQPPAP
PPPAPPRLALSEDTEPSSSESRTGLC
SPEDNSLTPLLDEVVAPEGRAATVPR
GRGRSRGDSSRSSASELRRDSLTSP
EDELGAEVGDEAGDKKSPWQRREE
RPLMVFNVK

UniprotkB Entry name [organism oglcnacscore | : . sequence intracellular extracellular cytosol [nucleus mitochndrion . .
ID name sites sites reticulum apparatus membrane [region
D3ZT47 D3ZT47 RAT [Rattus NaN [23.439218 NaN NaN MPPPSGPGVLARLLPLLGLLLGGASR |False False 0.359 |False 0.266 0.281 False 1.538 1.172




