
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D3ZU13 D3ZU13_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MNKAPQPTGPPPARSPGLPQPAFPP
GQTAPVVFSTPQATQMNTPSQPRQG
GFRSLQHFYPSRAQPPSSAASRVQS
AAPARPGPAPHVYPAGSQVMMIPSQ
ISYSASQGAYYIPGQGRSTYVVPTQQ
YPVQPGAPGFYPGASPTEFGTYAGAY
YPAQSVQQFPASVAPAPVLMNQPPQ
IAPKRERKTIRIRDPNQGGKDITEEIM
SGARTASTPTPPQTGGSLEPQPNGE
SPQVAVIIRPDDRSQGAAIGGRPGLP
GPEHSPGTESQPSSPSPTPSPPPILEP
GSESNLGVLSIPGDTMTTGMIPISVE
ESTPISCESGEPYCLSPEPTLAEPILE
VEVTLSKPIPESEFSSSPLQVSTSLVP
HRAETHEPNGVIPSEDLEPEVESSTE
PAPPPLSACASESLVPIAPTAQPEELL
NGAPSPPAVDLSPVSEPEEQAKEVPS
AALASIVSPTPPVAPSDTSAAQEEEIE
EDEDEDGEAESEKGGEDLPLDSTPV
PAQLSQNLEVAAAPQVAVSVPKRRR
KIKELNKKEAVGDLLDAFKEVDPAV
PEVENQPPTGSNPSPESEGSAALPQ
PEEAEETWDSKEDKIHNAENIQPGE
QKYEYKSDQWKPLNLEEKKRYDREF
LLGFQFIFASMQKPEGLPHITDVVLD
KANKTPLRSLDPSRLPGINCGPDFTP
SFANLGRPTLSSRGPPRGGPGGELP
RGPAGLGPRRSQQGPRKETRKIISSV
IMTEDIKLNKAEKAWKPSSKRTAAD
KDRGEEDADGSKTQDLFRRVRSILN
KLTPQMFQQLMKQVTQLAIDTEERL
KGVIDLIFEKAISEPNFSVAYANMCR
CLMALKVPTTEKPTVTVNFRKLLLN
RCQKEFEKDKDDDEVFEKKQKEMD
EAATAEERGRLKEELEEARDIARRRS
LGNIKFIGELFKLKMLTEAIMHDCVV
KLLKNHDEESLECLCRLLTTIGKDLD
FAKAKPRMDQYFNQMEKIIKEKKTS
SRIRFMLQDVLDLRQSNWVPRRGD
QGPKTIDQIHKEAEMEEHREHIKVQ
QLMAKGGDKRRGGPPGPPVNRGLP
LVDDGGWNTVPISKGSRPIDTSRLTK
ITKPGSIDSNNQLFAPGGRLSWGKG
SSGGSGAKPSDTASEATRPATLNRF
SALQQTLPVENTDNRRVVQRSSLSR
ERGEKAGDRGDRLERSERGGDRGD
RLDRARTPATKRSFSKEVEERSRERP
SQPEGLRKAASLTEDRGRDPVKREA
TLPPVSPPKAALAVDEVERKSKAIIEE
YLHLNDMKEAVQCVQELASPSLLFI
FVRLGIESTLERSTIAREHMGRLLHQ
LLCAGHLSTAQYYQGLYETLELAED
MEIDIPHVWLYLAELITPILQEDGVP
MGELFREITKPLRPMGKATSLLLEIL
GLLCKSMGPKKVGMLWREAGLSWR
EFLAEGQDVGSFVAEKKVEYTLGEE
SEAPGQRALAFEELRRQLEKLLKDG
GSNQRVFDWIEANLNEQQIASNTLV
RALMTTVCYSAIIFETPLRVDVQVLK
VRARLLQKYLSDEQKELQALYALQA
LVVTLEQPANLLRMFFDALYDEDVV
KEDAFYSWESSKDPAEQQGKGVALK
SVTAFFNWLREAEDEESDHN

True False 3.122 4.602 2.013 1.307 1.079 1.115 1.067


