
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D3ZUJ8 D3ZUJ8_RAT Rattus
norvegicus

dolichyl-phosphate-
mannose--protein
mannosyltransferase

23.439218 NaN NaN 38843836 MREAAAALEELGKDREAGGAAAKVR
PPRSRSVADYDSVFCRVLLRSTVSEA
FLNHLLAEPPSGEVGAGHSAAGRSS
GNICVLGKLCFGAAGAPADLTEFAW
LMMEGKMADINFKEVTLIVGVVAAC
YWNSLFCGFVFDDVSAILDNKDLHP
STPLKTLFQNDFWGTPMSEERSHKS
YRPLTVLTFRLNYLLSELKPMSYHLL
NTVFHAVVSVIFLKVCRLFLDKRGSV
IAALLFAVHPIHTEAVTGVVGRAELL
SSVFFLAAFLSYTKSKGPDNSIVWTP
IALTVLLVAVATLCKEQGITVVGICCV
YEVFVAQGYTLPLLCAVAGQFLRGK
GSIPFSMLQTLIKLIVLMFSTLLLVVI
RVQVIQSQLPVFTRFDNPAAVSPTPT
RQLTFNYLLPVNAWLLLNPSELCCD
WTMGTIPLIESFLDVRNLATFAFFCF
LGALGIFSLRYPGDSSKTVLMALSLM
ALPFIPASNLFFPVGFVVAERVLYVP
SMGFCILVAHGWQKISNKSVLKKLS
WVCLSMVILTHALKTLHRNWDWES
EYTLFMSALKVNKNNAKLWNNVGH
ALENEKNFEKALKYFLQATHVQPDD
IGAHMNVGRTYKNLNRTKEAEESY
MLAKSLMPQIIPGKKYAARIAPNHLN
VYINLANLIRANESRLEEADQLYRQA
ISMRPDFKQAYISRGELLLKMNKPL
KAKEAYLKALELDRNNADLWYNLAI
VYIELKEPDEALKNFNRALELNSRH
KLALFNSAILMQESGEVKLRPEARK
RLLNYINEEPQDANGYFNLGMLAM
DDKKDSEAETWMKRAIKLQPDFRSA
LFNLALLYSQTAKELKALPILEELLRY
YPDHTKGLILKGDILMNQKKDIAGAK
KCFEKILEMDPSNVQGKHNLCVVYF
EEKDLLKAERCLVETLALAPHEEYIQ
RHLSIVRDKIASSGIVDQPLSPVDKTS
GTEEKDEVPSEDVKEIISESRPAQIIK
TNDNRKSQSNKQSTGNADQDAPHK
TTKDIKEIEKKRVAALKRLEEIERILN
GE

False False 0.382 False False 4.366 1.142 2.365 False


