UniprotKB Entry name |organism [full name oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion ent‘loplasmlc golgi plasma extr"acellular

ID sites sites reticulum apparatus membrane [region

D3ZUM4 |D3ZUM4 RAT |Rattus Beta- 23.439218 NaN NaN 38843836 MFRVPLCMLLPLLALLQLLGAAHSF |False True 2.547 (3.121 2.697 2.993 3.096 2.714 4.592
norvegicus |galactosidase YNVSQRTFELDYKRDRFLKDGQPFR

YISGSIHYFRIPRFYWEDRLLKMKMA
GLDAIQTYVPWNFHEPQPGQYDFSG
DRDVEHFIQLAHQLGLLVILRPGPYI
CAEWDMGGLPAWLLEKESIVLRSSD
PDYLAAVDKWLAVLLPKMKRLLYQN
GGPIITVQVENEYGSYFACDYNYLRF
LEHRFRYHLGNDIILFTTDGAAEKLL
KCGTLQDLYATVDFGTTGNITRAFLI
QRNFEPKGPLINSEFYTGWLDHWG
QPHSKVNTKKLVASLYNLLAYGASV
NLYMFIGGTNFAYWNGANMPYAPQ
PTSYDYDAPLSEAGDLTEKYFAVRDV
IRKFKEVPEGPIPPSTPKFAYGKVALR
KFKTVTEALGILCPNGPVKSLYPLTF
TQVKQYFGYVLYRTTLPQDCSNPKPI
FSSPINGVRDRAYVSVDGVPQGILDR
NRMNVLNIRGKAGATLDILVENMG
RVNYGNSIKDFKGLISNMTLNFTVL
TNWTMFPLDTEALARSHLGNWEAA
DEGHLDGHSTLRSSNFTLPTFYVGN
FSIPSGIPDLPQDTFIQFPGWAKGQV
WINGFNLGRYWPTKGPQMTLFVPR
NILTTSAPNNITVLELESSPCSNGTL
ELCTVEFVDTPVIG




