
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D3ZXQ2 D3ZXQ2_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MVEAAPAGSGPLRRTFLVPEIKSLDQ
YDFSRAKAAASLAWVLRAAFGGAEH
VPPELWEPFYTDQYAQEHVKPPVTR
LLLSAELYCRAWRQALPQLEPSPSPS
ALLALLARRGTVPSLPEHPVREADLK
HQPILMGAHLAVIDALMVAFSFEWT
KTLPGPLALSSLEHKLLFWVDTTVR
RLQEKTEQEATQRASPAAPLDGASP
AQPSHAIAFCLKESGNKPPMIRYRK
DRAIARRAPCFPNVTTLQDLASGAAL
AATIHCYCPQLLRLEEVCLKDPMSV
ADSLYNLQLVQDFCASHLPRGCPLS
LEDLLYVPPPLKVNLVVLLAEMYMC
FEVLKPDFVQAKDLPDGHAVSPRNT
ETVPSQNNSGSSSPVFNFRHPLLSP
GGPQSPLRGSTGSLKSSPSMSHMEA
LGKAWNRQLSRPLSQAVSFSTPFGL
DSDVDVVMGDPVLLRSVSSDSLGPP
RPALTSSRNSAQPPPESGDLPTIEEA
LQIIHSAEPRLLPDGAADGSFYLHSP
EGLSKPPLASPYPPEGASKPLSDGLN
KAPIYISHPENPSKPSPCSAGETLKPP
PPSEGSPKAVASSPAANNSEVKMTS
FAERKKQLVKAEAESGTGSPTSTPVA
PEALSSEMSELGARLEEKRRAIEAQ
KRRIEAIFAKHRQRLGKSAFLQVQPR
EAAGEAEEEAELGSVPGGERPAGEG
QGEPSSRPKSVTFSPDLGPIPPEGLG
DYNRAVSKLSAALSSLQRDMQRLTD
QQQRLLAPPEAPGPAPPPAAWVIPGP
ATGPKAASPSPARRAPAARRSPGPGP
SPTPRSPKHARPAELKLAPLTRVLTP
PHDVDSLPHLRKFSPSQVPVQTRSSI
LLSEGTPPEEPTTKPALIEIPLASLGE
PAAEEEGDGSPPGAEDSLEEEASSE
GEPRSGLGFFYKDEDKPEDEMAQK
RASLLERQQRRAEEARRRKQWQEA
EKEQKREEAARLAQEEAPGLALSAP
VAPAAPVATLAPATRAMAPAEEEVG
PRRGDFTRLEYERRAQLKLMDDLDK
VLRPRASGTGGPGRGGRRATRPRSG
CCDDSALARSPARGLLGSRLSKVYS
QSTLSLSTVANEAPNNLGVKRSTSR
APSPSGLMSPSRLPGSRERDWENGS
NASSPASVPEYTGPRLYKEPSAKSNK
FIIHNALSHCCLAGKVNEPQKNRILE
EIEKSKANHFLILFRDSSCQFRALYT
LSGETEELSRLAGYGPRTVTPAMVE
GIYKYNSDRKRFTQIPAKTMSMSVD
AFTIQGHLWQSKKPTTPKKGGGTPK

False False False 2.038 0.188 False 1.279 2.843 False


