UniprotkB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol |nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus  membrane region

D3ZYD7 D3ZYD7 RAT [Rattus NaN [23.439218 NaN NaN 38843836 MLEDQLEGTRARSDKLHELEKENL (True False 4.169 |1.947 ]0.566 4.15 4.0 4.118 False
norvegicus QLKAKLHDMEMERDMDRKKIEELM

EENMTLEMAQKQSMDESLHLGWE
LEQISRTSELAEAPQKSLGHEVNELT
SSKLLKLEMENQSLTKTVEELRSTM
DSAEGSTSKILKVEKENQRLSKKVEI
LENEIIQEKQSLQNCQNLSKDLMKE
KAQLEKTIETLRENSERQIKILEQEN
EHLNQTVSSLRQRSQISAEARVKDIE
KENKILHESIKETSGKLSKIEFEKRQ
MKKELELYKEKGERAEELENELNRL
GKENELLQKKITNLKITCEKLETLEQ
ENSELERENRKFKKTLDSFKNLTFQ
LESLEKENSQLDEENLELRRSVESL
KCASMKMAQLQLENKELESEKEQL
KKGLELMKASFKKTERLEVSYQGLD
TENQRLQKALENSNKKIQQLESELQ
DLEMENQTLQKNLEELKISSKRLEQ
LEKENKSLEQETSQLEKDKKQLEKE
NKRLRQQAEIKDTTLEENNVKIGNL
EKENKTLFKEISVYKESCVRLKELEK
ENKELVKRATIDIKTLVTLREDLVSE
KLKTQQMNNDLEKLTHELEKIGLNK
ERLLQDEQSTDDSRYKLLESKLESTL
KKSLEIKEEKIAALEARLEESTNYNQ
QLRHELKTVKKNYEALKQRQDEER
MVQSSLPISGEDDKWGRESQEATRE
LLKVKDRLIEVERNNATLQAEKQAL
KTQLKQLETQNNNLQAQILALQRQT
VSLQEQNTTLQTQNAKLQVENSTLN
SQSTSLMNQNAQLLIQQSSLENENE
SIMKEREDLKSLYDALIKDHEKLELL
HERQASEYESLISKHGTLKSAHKNL
EVEHKDLEDRYNQLLKQKGQLEDL
EKMIKVEQEKMLLESKNHEMVAAE
YKKLCGDNDRLNHTYSQLLKETEIL
QTDHKNLKSVLNNSKLEQTRLEAEF
SKLKEQYQQLDITSTKLNNQCELLS
QLKGNLEEENRHLLDQIQTLMLQN
RTLLEQNMESKDLFHVEQRQYIDKL
NELRRQKEKLEEKIMDQYKFYDPSP
PRRRGNWITLKMRKLIKSKKDINRE
RQKSLTLTPTRSDSSEGFLQLPHQD
SQDSSSVGSNSLEDGQTLGTKKSSM
VALKRLPFLRNRPKDKDKMKACYRR
SMSMNDLVQSMVLAGGQWTGSTE
NLEVPDDISTGKRRKELGAMAFSTT
IAINFSTVNSSAAFRSKQLVNNKDTT
SFEDVSPQGISDDSSTGSRVHASRPA
SLDSGRTSTSNSNNNASLHEVKAGA
IANIQSRPQSHSSGDFSLLHDHETWS
SSGSSPVQYLKRQTRSSPMLQHKMS
ETVDSQAHHKMNAGSPGSEVVTLQ
QFLEESNKLTSIQLKSSSQENLLDEV
MKSLSVSSDFLGKDKPVSCTLARSV
SGKAPGDFYDRRTAKPEFLRTGPQK
TEDAYSISSAGKPTPSTQGKIKLVKET
SVLRQSKDSNPYATLPRASSVISTAE
GTTRRTSIHDFLSKDSRLPVSVEPAP
PPAGGSSTAASSDTCEHKNSKCIMW
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