
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D3ZZN3 D3ZZN3_RAT Rattus
norvegicus

Acetyl-
coenzyme
A
synthetase

25.563465 NaN NaN 34502162 MAARSLGSGVGRLLRGLHGHSGQS
GWLLSLSRWTTTRFLGSVPAAAQLG
SYPALSAQAAQEPAAFWGPLARDTL
VWDTPYHTVWDCDFRTGKIGWFLG
GQLNVSVNCLDQHVQKSPDTIALIW
ERDEPGTEVRITYRELLETTCRLANT
LKRHGVHRGDRVAIYMPVSPLAVAA
MLACARIGAIHTVVFAGFSAESLAGR
INDAKCKVVITFNQGLRGGRVVELK
KIVDEAVKNCPTVQHVLVAHRTDTK
VPMGNLDIPLEQEMANEAPVCTPES
MNSEDMLFMLYTSGSTGTPKGLVH
TQAGYLLYAAMTHKLVFDYHPGDVF
GCVADIGWITGHSYVVYGPLCNGAT
TVLFESTPVYPDAGRYWETVQRLKIN
QFYGAPTAVRLLLKFGDAWVKKYDR
SSLRTLGSVGEPINHEAWEWLHKVV
GDGRCTLVDTWWQTETGGICIAPRP
SEDGAEILPGMAMRPFFGIVPALMD
EKGNVVEGGDVSGALCISQAWPGM
ARTIYGDHQRFVDAYFRTYPGYYFTG
DGAHRTEGGYYQITGRMDDVINISG
HRLGTAEIEDAMADHPAVPETAVIG
YPHDIKGEAAFAFIVLKDDVRDANVV
VNELKLAVATKIAKYAVPDQILVVKR
LPKTRSGKVMRRLLRKIITSRGQDLG
DTTTLEDPSVITEIMSAFREYEEQRA
ATN

True False 2.284 2.098 5.0 1.556 0.883 1.864 1.679


