
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

D4A062 D4A062_RAT Rattus
norvegicus

NaN 23.439218 NaN NaN 38843836 MKPTITEMLHRGRMLWIILLSTIALG
WTTPIPLIEDSEEIDEPCFDPCYCEV
KESLFHIHCDSKGFTNISQITEFWSR
PFKLYLQRNSMRKLYTNSFLHLNNA
VSINLGNNALQDIQTGAFNGLKILKR
LYLHENKLDVFRNDTFLGLESLEYL
QADYNVIKRIESGAFRNLSKLRVLIL
NDNLIPVLPTNLFKAVSLTHLDLRG
NRLKVLFYRGMLDHIGRSLMELQLE
ENPWNCTCEIVQLKSWLERIPYTAL
VGDITCETPFHFHGKDLREIKKTELC
PLLSDSEVEASLGIPHLSSSKENAWP
TKPSSMLSSVHFTASSVEYKSSNKQ
PKPTKQPRTPRPPSTSQALYPGPNQP
PIAPYQTRPPIPIICPTGCTCNLHIND
LGLTVNCKERGFNNISELLPRPLNA
KKLYLSSNLIQKIYRSDFWNFSSLDL
LHLGNNRISYVQDGAFINLPNLKSLF
LNGNDIEKLTPGMFRGLQSLHYLYF
EFNVIREIQPAAFSLMPNLKLLFLNN
NLLRTLPTDAFAGTSLARLNLRKNY
FLYLPVAGVLEHLNAIVQIDLNENP
WDCTCDLVPFKQWIETISSVSVVGD
VLCRTPENLTHRDVRTIELEVLCPE
MLHIAQPGPSPPQSGDYHPNGGPTS
ASPYDFSPPGGPVPLSVLILSLLVLFF
SAVFVAAGLFAYVLRRRRKKLPFRSK
RQEGVDLTGIQMQCHRLFEDSGGS
GGGSGSGGRPTLSSPEKAPPVGHVY
EYIPHPVTQMCNNPIYKPREEEEVAA
SAAQDTGATDRGGPGTQPPGMGEV
LLGSEQFAETPKENHSNYRTLLEKE
KEWALAVSNSQLNTIVTVNHHHPH
PHHSAVGGVSGVGGGTGGDLAGFR
HHEKNGGVVLFPPGGGCGGGSLLL
ERERPQPAPCTVGFVDCLYGTVPKL
KELHVHPPGMQYPDLQQDARLKET
LLFSAGKGFTDHQTPKSDYLDLRAK
LQTKPDYLEVLEKTAYRF

False True False 0.721 False False False 4.622 1.268


