UniprotKB [Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extljacellular

1D name name sites sites reticulum apparatus membrane region

D4A219 D4A2I9 RAT |Rattus NaN [23.439218 NaN NaN 38843836 MESAGTERPAGWPGAPLARTGLLLL |False True 1.781 ([1.733 |0.647 0.933 1.259 4.659 1.122
norvegicus STWVLAGAEITWGATGGPGRLVSPA
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RRAAAPRRRSRLELLSQASRGEIPTE
AAGTSPEGARWVRGIPAPSQAGSAR
RTRRAQPPSTLERGDAWATAPADGA
KGNRPQTKGSREEVKATLTGGSATE
ELRLPSTSFALTGDSAHNQAMVHW
FGHNSSVILILTKLYDFNLGSVTESS
LWRSVDYGATYEKLNDKVGLKTVLS
YLYVNPTNKRKIMLLSDPEMESSILI
SSDEGTTYQKYRLTFYIQSLLFHPKQ
EDWVLAYSLDQKLYSSMDFGRRWQ
LMHERITPNRFYWSVSGLDKEADLV
HMEVRSADGYAHYLTCRIQECTETT
RSGPFARSIDISSLVVQDEYIFIQVTIG
GRASYYVSYRREAFAQIKLPKYSLPK
DMHIISTDENQVFAAVQEWNQNDT
'YNLYISDTRGIYFTLAMENIKSSRSL
MGNIIIELYEVAGIKGIFLANKKVDD
QVKTYITYNKGRDWRLLQAPDVDLR
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SGRISSKDTAPGLVVATGNIGSELSY
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WFLDWGGALVAMKHTPLPVRHLWV
SFDEGHSWDKYGFTLLPLFVDGALV
EAGIETHIMTVFGHFNLRSEWQLVK
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VCPVEHVHLQVPFVAIRNKDVNISA
VVWPSQLGTLTYFWWFGNSTKPLIT
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