UniprotKB Entry name [organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion enc}oplasmlc golgi [plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
D4A3H5 D4A3H5_RAT |Rattus Chloride [23.439218 NaN NaN 38843836 MAGCRGSVCCCCRWCCCCGERESR |[False False 1.127 (0.958 |1.001 1.004 False 3.474 1.19
norvegicus [channel TPEELTILGETQEEEDEILPRKDYESL
protein DYDRCINDPYLEVLETMDNKKGRRH

EAVKWMVVFAIGVCTGLVGLFVDFS
IVRLFTQLKFGVVQTCILSTAPLFQTL
GFSRLFLPVAAGSGIPEIKCYLNGVK
IVPGIVRLRTLLCKVFGVLFSVAGGLF
IVGKEGPMIHSGAVVGAGLPQFQSIS
LRKIQFNFPYFRSDRDKRDFVSAGA
IAAGVAAAFGAPIGGTLFSLEEGSSFW
NQGLTWKVLFCSMSATFTLNFFRSG
IQFGSWGAFQLPGLLNFGEFKCSDS
DKKCHLWTAMDLGFFVVMGVIGGL
LGATFNCLNKRLAKYRMRNVHPKP
KLVRVLESLLVSLVTTVVVFVASMVL
GECRQMSSTSQTGNGSFQLQVTSE
DVNSTIKTFFCPNDTYNDMATLFFN
SQESAILQLFHQDGTFSPVTLALFFA
LYFLMACWTFGTSVPSGLFVPSLLC
GAAFGRLVANVLKSYIGLGHLYSGTF
IALIGAAAFLGGVVRMTISLTVILIEST
NEITYGLPIMVTLMVAKWTGDFFNK
GIYDIHIGLRGVPLLEWETEVEMDRL
RASDIMEPNLTYVYPHTRIQSLVSIL
RTTVHHAFPVVTENRGNEKEFMKG
NQLISNNIKFKKSSILTRAGEQRKRG
QSMKSYPSSELRNVCDEHVASEEPA
EKEDLLQQMLERRYTPYPNLYPDQS
PSEDWTMEERFRPLTFHGLVLRSQL
IVTLLVRGVCYSESQSSASQPRLSYAE
MAEDYPRFPDIHDLDLTLLNPRMIV
DVTPYMNPSPFTVSPNTHVSQVFNL
FRTMGLRHLPVVNAVGEIVGIITRHN

LTTEFLQARLRQHYQTL




