SPSPGLREQTSSPFSKAAAPTAQAPR
TGPPRTTVHRTGAATPSAGSPETIPV
RTSAQPAATLFPVVDLSSATPSEDGH
TPTTEPLPSRPAPTTLASTAGQAPTTS
IVVTTAQASSTPGTPTAESPDRGRNSS
RVPPTAPVTEAPTPPPPEYMCNCSEV
GSLDVKRCNQTTGQCDCHVGYQGL
HCDTCKEGFYLNHTVGLCLPCHCSP
RGAVSILCNSSGNCQCKLGVTGSMC
DQCQDGHYGFGKTGCLPCQCNNRS
DSCDVLTGACLNCQENTKGEHCEE
CKEGFYQSPDAARECLRCPCSAVTS
TGNCTIEFGALEPTCDQCKDGYTGQ
NCNTCENGYYHSDSICLQCECHGH
'VDPIKTPKICKPESGECINCLHNTTG
LWCEKCLEGYVRDLQRNCIKQEVIV
PTPEGSTILVSNASLTTSVPTPVINST
FAPTTLQTIFSVSSSENSTSALADVS
WTQFNIIILTVIIIVVVLLMGFVGAVY
MYREYQNRKLNAPFWTIELKEDNIS
FSSYHDSIPNADVSGLLEDDANEVA
PNGQLTLTTPIHNYKA

UniprotkB Entry name |organism full oglcnacscore oglcnac P.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion end%oplasmlc golgi plasma extI:acellular

ID name sites sites reticulum apparatus membrane region

D4A3L3 D4A3L3 RAT |Rattus NaN [23.439218 NaN NaN 38843836 MNGGAERAMRSLPSLGGLALFCCA |False False False |False False False False 1.983 False
norvegicus IAAAAASAASAGNVTGGGGAEGQVVA




