UniprotKB
ID

Entry name

organism

full
name

oglcnacscore

oglcnac
sites

phosphorylation
sites

PMIDS

sequence

intracellular

extracellular

cytosol

nucleus

mitochndrion

endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

D4A3N4

D4A3N4_RAT

Rattus
norvegicus

Adenylate
cyclase
type 1

23.439218

NaN

NaN
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MAGAPRGQGGGGGAGEPGGAERAA
GPGGRRGFRACGEEFACPELEALFR
GYTLRLEQAATLKALAVLSLLAGALA
LAELLGAPGPAPGLAKGSHPVHCILF
LALFVVTNVRSLQVSQLQQVGQLAL
FFSLTFALLCCPFALGGPARSSAGGA
MGSAVAEQGVWQLLLVTFVSYALLP
VRSLLAIGFGLVVAASHLLVTAALVP
AKRPRLWRTLGANALLFFGVNMYG
VFVRILTERSQRKAFLQARNCIEDRL
RLEDENEKQERLLMSLLPRNVAME
MKEDFLKPPERIFHKIYIQRHDNVSI
LFADIVGFTGLASQCTAQELVKLLNE
LFGKFDELATENHCRRIKILGDCYYC
VSGLTQPKTDHAHCCVEMGLDMID
TITSVAEATEVDLNMRVGLHTGRVL
CGVLGLRKWQYDVWSNDVTLANVM
EAAGLPGKVHITKTTLACLNGDYEVE
PGHGHERNTFLRTHNIETFFIVPSH
RRKIFPGLILSDIKPAKRMKFKTVCYL
LVQLMHCRKMFKAEIPFSNVMTCE
DDDKRRALRTASEKLRNRSSFSTNV
VYTTPGTRVNRYISRLLEARQTELEM
ADLNFFTLKYKHVEREQKYHQLQDE
YFTSAVVLALILATLFGLIYLLVIPQSV
AVLLLLVFSICFLVACTLYLHITRVQC
FPGCLTIQIRTALCVFIVVLIYSVAQG
CVVSCLPWAWSSHSNSSLVVLAAG
GRRTVLPALPCESAHHGLLCCLVGT
LPLAIFLRVSSLPKMILLSGLTTSYIL
VLELSGYTKVGGGALSGRSYEPIMAI
LLFSCTLALHARQVDVRLRLDYLWA
AQAEEERDDMERVKLDNKRILFNLL
PAHVAQHFLMSNPRNMDLYYQSYS
QVGVMFASIPNFNDFYIELDGNNM
GVECLRLLNEIIADFDELMDKDFYK
DLEKIKTIGSTYMAAVGLAPTAGTRA
KKSISSHLSTLADFAIDMFDVLDEIN
'YQSYNDFVLRVGINVGPVVAGVIGAR
RPQYDIWGNTVNVASRMDSTGVQG
RIQVTEEVHRLLNRCSYQFVCRGKV
SVKGKGEMLTYFLEGRTDGSSSHSR
SLRLERRMFPYGRGGGGQARRPPLC
PAAGPPIKPGLSPAPTSQYLSSTAAG
KEA

True

True

1.242

5.0

1.454

0.998

False

4.73

1.432




