UniprotkB Entry name [organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

D4A517 D4A517 RAT [Rattus NaN |23.439218 NaN NaN 38843836 MIRGSDGKVEMKVHIHTKFCLICLL (False True 0.851 |1.034 |0.707 False 0.519 4.666 1.05
norvegicus TFIFHHCNHCHEDHDHGPEELHRH

HRGMTESESSTFSVQDAENEKKYYI
EKLFDRYGENGRLSFFGLEKLLTNL
GLGEIKVVEINHEDLGHDHVSHLDI
LAVQEGKHFHSHNHQHFHNHLNA
ENHTATSITSKRNHKCDPEREAAEV
PIKPEDKHPHDRNHRFHHRHRLHH
HLDHNTTRRVHNDSIAHSEHGEPG
HGPSTETNKTQEQSEVKSGKVRRKE
KGKRKKENSEVNTPGFLPTHGHGE
QYEHNRVHKLDRVHSPGHPHAHLP
EHSGHELGHGHQEFDPDNEGELRH
TRKREAPHVKKSAIYSTPSHKDHNE
DDRQHECLNVTQLLKHFGLGPSSPI
SPDLFTYLCPALLYQIDSRLCIEHFD
KLLVEDLNKDKALVPEDKANIGASA
'WICGIISITVISLLSLLGVILVPIINQGC
FKFLLTFLVALAVGTMSGDALLHLLP
HSQGGHDHSHQHAHGHGHSHGHE
SKKFLEEYDAVLKGLVALGGIYLLFII
EHCIRMFKHYKQQRGKQKWFMKQ
STEESTIGRKLSDHKLNSTPDADWL
QLKPLAGTDDSVVSEDRLNETELTD
LEAQQESPPKNYLGVEEEKIMDHSH
SDGLHTIHEHEVHVVSHNHRDEED
TAVLRKHGHQWHHRHAHHSHGPC
HSGSDLKETGIANIAWMVIMGDGIH
NFSDGLAIGAAFSAGLTGGISTSIAVF
CHELPHELGDFAVLLKAGMTVKQAI
VYNLLSAMMAYIGMLIGTAVGQYAN
NITLWIFAITAGMFLYVALVDMLPE
MLHGDGDHEEHGFCPVGQFILQNL

GLLFGFALMLVIALYEDRIVFDIQF




