UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
D4A7L4 D4A7L4 RAT Rattus NADH 27.258947 S39 NaN 26446791 MAARLLSLYARRLSVAAAIREVPAAR |True False 0.846 [1.028 |4.674 0.652 0.188 0.676 0.938

norvegicus [dehydrogenase
[ubiquinone] 1
beta
subcomplex
subunit 11,

mitochondrial
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