UniprotkB Entry name [organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

D4A831 D4A831 RAT [Rattus NaN |23.439218 NaN NaN 38843836 MKAVRNLLIYIFSTYLLVMFGFNAAQ [False True 0.529 |1.015 |0.535 0.562 False 4.643 4.294
norvegicus DFWCSTLVKGVIYGSYSVSEMFPKN

FTNCTWTLENPDPTKYSIYLKFSKKD
LSCSNFSLLAYQFDHFSHEKIKDLLR
KNHSIMQLCSSKNAFVFLQYDKNFI
QIRRVFPSDFPGLQKKGEEDQKSFF
EFLVLNKVSPSQFGCHVLCTWLESC
LKSENGRTESCGVMYTKCTCPQHLG
EWGIDDQSLVLLNNVVLPLNEQTEG
CLTQELQTTQVCNLTREAKRPPKEE
FGMMGDHTIKSQRPRSVHEKRVPQ
EQADAAKFMAQTGESGVEEWSQWS
TCSVTCGQGSQVRTRTCVSPYGTHC
SGPLRESRVCNNTALCPVHGVWEE
WSPWSLCSFTCGRGQRTRTRSCTPP
QYGGRPCEGPETHHKPCNIALCPVD
GQWQEWSSWSHCSVTCSNGTQQR
SRQCTAAAHGGSECRGPWAESREC
YNSECTANGQWNQWGHWSGCSKS
CDGGWERRVRTCQGVTVTGQQCEG
TSEEIRRCSEQRCPAPYEICPEDVLIS
MVWKRTPAGDLAFNQCPLNATGTT
SRRCSLSLHGVASWEQPSFARCISN
EYRHLQHSIKEHLAKGQRMLAGDG
MSQVTKTLLDLTQRKNFYAGDLLVS
VEILRNVTDTFKRASYIPASDGVQNF
FQIVSNLLDEENKEKWEDAQQIYPG
SIELMQVIEDFIHIVGMGMMDFQNS
YLMTGNVVASIQKLPAASVLTDINFP
MKGRKGMVDWARNSEDRVVIPKSI
FTPVSSKELDESSVFVLGAVLYKNLD
LILPTLRNYTVVNSKIIVVTIRPEPKRT
DAFLEIELAHLANGTLNPYCVLWDD
SKSNESLGTWSTQGCKTVLTDASHT
KCLCDRLSTFAILAQQPREIVMESSG
TPSVTLIVGSGLSCLALITLAVVYAAL
'WRYIRSERSIILINFCLSIISSNILILVG
QTQTHNKSICTTTTAFLHFFFLASFC
'WVLTEAWQSYMAVTGKIRTRLIRKR
FLCLGWGLPALVVATSVGFTRTKGY
GTDHYCWLSLEGGLLYAFVGPAAAV
'VLVNMVIGILVFNKLVSRDGILDKKL
KHRAGQMSEPHSGLTLKCAKCGVV
STTALSAATASNAMASLWSSCVVLP
LLALTWMSAVLAMTDKRSILFQILFA
VFDSLQGFVIVMVHCILRREVQDAF
RCRLRNCQDPINADSSSSFPNGHAQ
IMTDFEKDVDIACRSVLHKDIGPCRA
ATITGTLSRISLNDEEEEKGTNPEGL
SYSTLPGNVISKVIIQQPTALHMPMS
MNELSNPCLKKENTELRRTVYLCTD
DNLRGADMDIVHPQERMMESDYIV
MPRSSVSTQPSMKEESKMNIGMET
LPHERLLHYKVNPEFNMNPPVMDQ
FNMNLDQHLAPQEHMQNLPFEPRT
AVKNFMASELDDNAGLSRSETGSTI
SMSSLERRKSRYSDLDFEKVMHTRK
RHMELFQELNQKFQTLDRFRDIPNT
SSMENPAPNKNPWDTFKTPSEYPH
YTTINVLDTEAKDALELRPAEWEKCL
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