UniprotKB Entry name |[organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
D4ABA9 D4ABA9 RAT Rattus NaN |23.439218 NaN NaN 38843836 MADAQMQVVHTPTIQMRTGEDLPL |False False 2.003 [2.911 0.859 0.556 False 1.046 0.533

norvegicus

PPPSALEGLPPPPPKESFSKFQQQRQ
ANELRRLYKHIHPELRKNLEEAVAE
DLAKVLGSEEPTEGDVQCMRWIFEN
'WSLDAIGDHERPAGKEPVSGGNVQA
TSRKFEEGSFTNSSDLEPGPQLSGG
DVRATRQLFETKSLDALTGQEEATQ
MTMKEPAVSGDVQGTRKLFETKPLD
MLGSCPSIQDQSPLELRSEIQELKGD
VKKTVKLFQTEPLCAIQDAEGAIHEV
KAACREEIQSNAVRSARWLFETRPL
DAFNQDPSQVRVIRGISLEEGALPDV
SATRWIFETQPLDAIREILVDEKDFQ
PSPDLIPPGPDVQHQRHLFETCALDT
LKGERETEAEAPAKEEVIPGDVRSTL
'WLFETKPLDAFRDQVQVGHLQRVD
HQKGEGPVIECLSSNGTSALPLSQG
VPQNNGPKGDVKTFKNLFETLPLDS
IGQGEPSACGNINRGQRTDSTGLSE
GADAPVYAMQDSRGQLHALTSVSRE
QVVGGDVQGYKWMFETQPLDRLGR
SPSTVDVVRGITRQEVVAGDVGTTR
'WLFETQPLEMIHQQEQQKREEEEG
RGPGGPPPELPQKGDVQTIRWLFET
YPMSELAEKQESEVTGPVSKAEAQS
CTWMFGSQSLNQAEGSGEQHLQTS
QVQAGDRQTDSHVFETESLSAQGQS
SGRKPVRYCSRVEIPSGQVSRQKEVF
QALEAGKRGVQETVLSPGSIPTGSVH
KFTWLFENCPMGSLAAESVSGGNL
QEEQPKVSADPGTPERQETAAERTL
RTLHATPGILHHGGILMEARGPGEL
CLAKYVLPSPGQGRPCVQKEELVCG
ELPRIVRQVLGRTDVDQQGLLVQED
TAGQLRLHPLKLPGPGDPENIEDMD
PELQQLLACGLGVSMAKTGLVMQE
TGQGLVALTAYSLQPQPTSRGPERSS
VQLLASCIDKGELHSLPSLRWEPPTD
SSSVPVTEETQRLPPTESIIRVTPLDS
TMKMGHLRVSGSTPCPPLPRAAGKV
VLPNGRPGAPLQEARKQVDISHAGQ
KGKAASGRPEGTIAPPLGSGAPNLQE
AMQNLRLATAEAQSLHQQVLSRHA
QGSDPAATSISAQDVLQVPTPTTTQG
SIMPVAGRDARITAVPRKLL




