UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi [plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

EOCYM1 EOCYM1_MOUSE Mus NaN (27.553086 T868 NaN 28528544;30016717 MVVDEQQRLTAQLALQRQKIQALTT |None None None [None None None None None None
musculus SAKETQGKLALAEARAQEEEQKATR

LEKELQTQTTEFHQNQDKIMAKLTN
EDSQNRQLRQKLAALSRQIDELEET
NRSLRKAEEELQDIKDKINKGEYGN
SGIMDEVDELRKRVLDMEGKDEELI
KMEEQCRDLNKRLEKETVQSKDFK
LEVDKLSVRITALEKLEDALDKSKQE
CYSLKCNLEKEKMTTKQLSEELESL
NARIKELEAIESRLEKTEITLKDDLTK
LKTLTVMLVDERKTMSEKLKQTEDK
LQSTTSQLQAEQNKVTTVTEKLIEET
KRALKSKTDAEEKMYSVTKERDDLR
NKLKAEEEKGHDLLSKVTILKNRLQ
SLEAIEKDFVKNKLNQDSSKSTAAL
HQENNKIKELSQEVENLKLKLKDM
KAIEDDLMKTEDEYETLERRYANER
DKAQFLSQELEHAKMELAKYKLAEK
TESSHEQWLFRRLQEEEAKSGHLSR
EVDALKEKIHEYMATEDLICHLQGD
HSLLQKKLNQQENRNRDLGREIEN
LTKELERYRHFSKSLRPSLNERRISD
PQVFSKEVQTEAADSEPPDYKSLIPL
ERAVINGQFYEENEDQDDDPNEEES
IVLSFRCSQSSSLPMNRKLWIPWMK
SKEGHPQNGKIQTKSNGNFVQPGD
LVLSHTPGQPLHIKVTPDHIQNTATL
EITSPTTESPHSYTSTAVIPNCGTPKQ
RITILQNASITPIKSKSSTESLMNLEQ
SMSPVTMATFARAQTPESCGSVTPE
RTMSPIQVLAMTGSPSSPEQGCSPE
PIEISAKHAIFRVSPDRQSSWQFQRS
NSNSSSVITTEDNKIHIHLGSPYMQA
IVAGPMRPASPSAPLQDNRTQGLTNG
IALNKTTNKVTSSITITPTATPLPRQSQ
ITVSNIYN




