
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E0CYV9 CD054_MOUSE Mus
musculus

Uncharacterized
protein	C4orf54
homolog

29.125745 NaN T721;S1179 39927985 MLSVHFWQTPVRPTDAASSLANGIQ
TPTHRRCQTSNWTGQLSSRTLATIA
ARAAAPWLQTTSAASFGSPPTSLWL
AEAPPQGLKNWAVVATVAVVPTALG
PAQARGNLFQATLWPLRDQRGTQD
SPSAHHCLILSLKPGQGLRMEGGTS
DMNSQTSLTPAEDPVSRPQDSPEPR
QQLRPLPEPSASTLPEAKYVETCASA
GLRRESPQTLKLPPEQQASRSPKTKA
QDEPSGHAPEAPAPGESPASSQCLP
SQACENDFSSSSSSSSSLVDSAEDN
GLSKMDDPTKLLGVLATSSSSLGFE
SDPETSCRQHREEAGDRAGAGEDK
RGGVDDGIASCKDIIAKSHSKRGPLR
NEDAHYITTHEIQLTEVEQGMDFDV
GLASRWDFEDNNVIYSFVDYASFGG
SDETPGDITTEEDDDNSCYVSTTPST
NTTRTPSPISSDLARPGAGSSGRDTS
STEVGSGPSDSDTVPPPTGPGTATPP
EPLLELREAALGASATAASSCGSAAS
QILLSIKPTSRAINEPSNVRAKQNIIY
AAKHEGDMSLRVSSAAEHNSSSLK
QNSAAAVAQDHAKKFIAVPARLQTR
CGAIRAKELVDYASGASSAVSELDDA
DKEVRNLTSRAFRSLAYPYFEALNIS
SRESSTTLSEVGFGRWSTFLDLKCG
GVGARVEQSLLRSSAASVAAGLRKG
GGTRATADQLYLQTKKSQTKALEFV
VSKVEGEIKHVETPLCFQKQVQTGS
RVVTLLEPLNLRSESKASSATGPCRI
TKGSSKGPGSVYTDDGSETSESSKPA
SRSDGPQKKSKFASSLLKNVISKKM
QREHEFKMERGEVTDTSHRNPPST
KETEGPPGAEKPWERGLQRQSSRHS
EASSEYTVVSVSDAGGEGSVVGSKS
PIFKASTPRESHTGSGQNVSDGHTE
VCEIKKSASETVKGIFLRSQNSAFRT
WKEKEAEKLEEKAPVGRLKLRKGGD
WRADLGEISASKSTIMSRLFVPNIQQ
TPKDKQPEKQATKYPAAAAQATSVA
VIRPKAPEIKIRLGSVQQPSSDFNIAK
LLTPKLASGSSSKLFKTIEDNSRTQQ
KLFRGGDNLEKVPQFQVRDVRDKSK
ASGPLHQVRDVRKLIKGSGDSSDKG
SVTPEQGLTGPKPRQLTPASGGSRSL
SPMVIMCQAVANPREEGVDREPRE
GVSQVSNGGRLLNSSPEGTVLVHRA
SGRLPVATIAPNKSEQGSYLPVLKIVS
KASAQRTPEKPKEEEAKEEGKAPKP
ARNALEKLTAAVRSMEELYSFNRNE
WKRKSDPLPMMADSHVLSLIASEEK
EGVAGPEGGDPDKLAKQLGQVEER
DTGHKGGVVLRAAPIERLQRRNSNP
STESVSARAAAFENMARERPRSLYIP
PVHKDVERTQPLQPLPPLPGNRNVF
TVSSSSTQKTGGVAGKFPQGPSPEG
LSTAKGIKAQGLRSLKISPATRAPPE
DASNRKTAVSLEKSNSDCENYLTIPL
KGSAASAELLGRPGASRDGPPSSSA
ATLCSLPPLSARSQVPSNPKGSQVSG
TSRPAWRTKPDNHRETVVAAPTGPQ
SPEHTPTAVYHQQALPFTLQGAQPQ
VLCFSPPGMPAPAPAGPAAVPTDPF
QQPQPQQTQRKMLLDVTTGQYYLV
DTPVQPMTRRLFDPETGQYVDVPMT
SQQQPVAPMSLPVPPLALSPGAYGP
TYMIYPGFLPTVLPPNALQPTPMAHT
PGGSELSVATEPPSKETAAAFTEAPY
FMASSQSPASSSSSAPAATPQLVGA
KGFAQLHGKPVISITSQPLGPRIIAPP
SFDGTTMSFVVEHR

NaN NaN NaN NaN NaN NaN NaN NaN None


