UniprotKB Entry name lorganism full oglcnacscore o.glcmm p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus mitochndrion enqoplasmm golgi : extr'acellular
ID name sites sites reticulum |apparatus membrane [region
EOCZEO EOCZEO_MOUSE Mus NEDDS8- [27.83319 NaN NaN 39927985;37507081 MAQPGKILKEQKYDRQLRLWGDHG [NaN NaN NaN [NaN NaN NaN NaN NaN None
musculus |activating QEALESAHVCLINATATGTEILKNLV

enzyme LPGIGSFTIIDGNLVSGEDAGNNFFL

E1l QKSSIGKSPENLLDNDPSFFCRFTIV

regulatory IVATQLLESTLLRLADVLWNSQIPLLI

subunit CRTYGLVGYMRIIIKEHPVIESHPDN

IALEDLRLDKPFPELREHLQSYDLDH
MEKKDHSHTPWIVIIAKYLAQWYNE
TNGRIPKSYKEKEDFRDLIRQGILKN
ENGAPEDEENFEEAIKNVNTALNTT
QIPSSIEDIFNDDRCINITKQTPTFWI
LARALKEFVAKEGQGNLPVRGTIPD
MIADSNKYIKLQNVYREKAKKDAAA
IVGNHVAKLLQSVGQAPESISEKELK
LLCSNSAFLRVVRCRSLAEEYGLDTV
NKDEIISSMDNPDNEIVLYLMLRAV
DRFHKQHGRYPGVSNYQVEEDIGKL
KSCLTGFLQEYGLSVMVKDDYVHEF
CRYGAAEPHTIAAFLGGAAAQEVIKII
TKQFVIFNNTYIYSGMSQTSATFQL




