UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol |nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane [region

E1JHV7 E1JHV7 DROME |Drosophila |[NaN |25.496522 NaN NaN 33925313  MSGRGSRKRGRPPKTPNERASGRF |None None None |None None None None None None
melanogaster NYQLLKKPKYLSEGKSQPSTPSASRG

ISPQSDEGSRSSHNNHTNRSRGSAA
KRGRGRKSAVQPNTSSYSGRKGYES
EYHYGSDFGDSEEDKSDNEDDMLL
TPSDDESLEVANESESEFSVCSFNQ
NGVGRPPRPPSPEPVWLQEGRQYAA
LDLPDSSEDLFIANTHVLRALSIYEV
LRRFRHMVRLSPFRFEDLCAALACE
EQSALLTEVHIMLLKAILREEDAQGT
HFGPLDQKDTVNISLYLIDSITWPEV
LRSYVESDKTFDRNVFHILSHTEYPY
TGIDNRLEVLQFLSDQFLTSNSIRDV
MLQEGPIHYDDHCRVCHRLGDLLC
CETCPAVYHLECVDPPMNDVPTED
IWQCGLCRSHKVSGVVDCVLPQEKQ
GVLIRHDSLGVDRHGRKYWFIARRIF
IEDQENFTCWYYSTTSKLKLLLSRLD
AEELETRLHSQITERRDEIERQMKLT
ETLTNEHKHTKRSVIEIEQEAKNELL
EKEVLDEDEKDGDAKSESQSIEGTK
KQEECKMVTRQKSNQLTNGTLHFK
LGMEQGFKNYVNQYSTNPIALNKPQ
RNEERDKRRHLSHKFSLTTASDFK
WIGITMGTTDNMITTLRQTLINFESN
TAASFLNINWVVNKKIWNAAVMNAR
RPSEFAVVLLLFQASLKSVVFANVW
HEQLGHTTLQRITSAEREERKKLEK
REKRERDDEEERNRLAFNYIKYTLG
LKHQVWKQKGEEYRVHGQWGWLW
LSSSRRCGVRARRAQPLTHNRVYVH
YTMGEENDVNEIILVDPRTQRFMQQ
CESSNVDGQVCHYLPDQYKNVKVIE
DVTEKIKGHIDVSKALNAPGRTYYSK
IVARKSRLDDLLDRRLKLAEVEEQMA
SKIPSDMKPLLVSSQNNTANSKQTF
LEKRLLRLTEVQAKGGPANVNLELV
NSLAKQIQTVRLQFSQLNRFAKVFR
CYTKECNTNSNAVSQITQNTCYSPL
CLQKARAKKELLLLLRKAHTAGNGS
KETVAAILGAVKKPSILEQKLTEGKR
ESTQVAVDDSEEGKPAESEAPLDLL
QDWEHARAHAVPFSDSLLTECILVD
QECVTNTKIKQEVNASSGCNTTPDS
NTQDSDKIDYIESMDVCSNVEIESTE
DSIVTGLNSGNAEDVDMTPGWRRK
RNQKSKKSYIGTKDVLDQTLDKDIPL
NKQNRRFPITARPVKRECVKKYERE
TFENGNERVYSTSSPRGRVYLLNDA
IAKLYEQAVKTEDKSTITKKPSYSRYP
LISNFLTHKKKRSLLVLPRFELLKLA
RLGGKSSTNGFHHAAKNNTIWQYQ
CSRPLFRTCWSYRTSNATSLSSLALQ
LRILWSCLRWDDMIAKPPSTDGKHQ
VITDTEIVTLELLKLRHSGRYGEKTS
YLRRKVVIPLEMPKTVREVTSIRSGL
RKRKRAESPQPTEPQITEEWVDEDK
LELWEIKFMGEKQEKARLSAVTRSV
IASRQLEASGSNGSNTSTNGALGVAG
RVQLAPKLSEDVKEKMEQQLKLQRA
VHQQRKLVATGEITRSVTPVKGQVIG
SRRVIVKNPDGTTRIIQQAVTQVSRT
GGANTAAAAASPTVGGSTSTQSNPS
TSTPHKVQIIRGPDGKVSVRGLNPGQ
QLVQMPDGKLHVLTTTTSSNSAGQG
NKMKVPIKPASTSSSPAISSAQTTTN
PVTPVIKQIAVKHVTKNSATQSIASSS
RVALPLAQIKNKLLLAQQQQQSTSSS
PATSSSPVQKIVSKVVNTSTSGQTLQ
QVFVQSGSKLVVGQNAQGQKVIISTS
IAAQQQGTSPVQQQQLVQSQPIQQSP
QQISMTQQQIVVGGQRIILSPGQTIV
TQRNVPQSQALQMVQQQIQTQQQQ
QQHHVVQPQQQFVVQSNQIVQSSP
SAQTKLVKQLVVQQQSQQTIEEKTQI




TTTDSNETGTQQVLVPNSTLAQQLA
QGKLQVATVNGQQVIVKPLGNNQA

QIVAHIKHQGDGNAHIVTSNSATAV

PQANPQTSPVKQQALPPQSPQQVVV
QQQQIHQQSPTNFESGVTPITQQPV

LTQAVQAPAQQQALSVEESLLQNQP
PGTVIKCVTAQVLQTEHGPRIVLQGL
VGNDFTAQQLQLVQTQVKQQLMKA
QESNGKLGVLGPTKIYLAVQPENAV

QSQPPPLTPVHQSAAHQQVSSF




