endoplasmic [golgi plasma extracellular

UniprotkB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion . .

ID name sites sites reticulum apparatus membrane [region

E2FHP4 E2FHP4_DANRE Danio NaN [26.412228 NaN NaN 40044042 MNVPVKLLGFVVWLLCLKCGQCKD |[NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio CLRDDITYENVEPVSEASYADGKTVK

VTICETGYTGMYRLKCENGKWSENIA
RPCAKKKCSHPGDAANADFKLLDGT
EFVFGTTVVHTCKKGYEMTSRINQR
TCRSQGWDNAIPECEAVKCPAIRTD
REVIASGNTEEGNYGEVIHFECASSE
KKIDGSRDIHCTEKGDWSAPVPNCI
EITCTAPDLLNGEFIDLMPVYQKDAT
LKYRCNQGYKIRDAFPRCASHGWTL
NPECDVVTCELTSNYEVKKVVPEGK
TIFKAGERVTITCTEKTWFRSKETSR
TFTCQDDGQWDSNPVCEVITCEPPS
RDQHVSTSFWRTWKLDESKYYECV
WGYYKKAEEATCTRDGLTPKPLCVEI
IVCASPDLPNAKITRGQESKYKLNAAI
EYKCHPGFEPQGTVQITCISSGQWS
GIQKCTGMCGRPDIRNAKIEGALRQ
SYSTASTLQYKCNPGFEPEETVEITC
NPQAQWTGLQQCTEKQDCDSLHVK
NGFSQPLNKKEVLYSCNEGYKPLTG
EWWSSVTCSKGSDAPLCIREEECGD
LPSVQNGKLKLKDQKTAEVDCDPGF
ISDPPSIKCIRGTWETPTCNAGVRCS
TPPKVVNALITSKPKLFYIDKSIVTYA
CRSPFTMKGQSTVSCLNGKWEETPI
CEGGDQCDAPPKVENADITSKHEDF
YVDGSSVTYACRTPFSMKGESTVFC
RFGIWEEPPTCEAKCPRPFENFMEL
EKDKDEYDNKETLKYKCLKPYNKIP
GGEWICENGKWTGDFVCTSDICPPP
PYIENGSYNSRNPDDNIPTEVSYKCN
SYYVLSGRKEYYRCENGRWETPPKC
LKPCVFSQDILEAHNMKLDQRTTFL
MHNHYDYYDCKDGWTTANRGYHY
MKVTCLDGKSDIKSCQKDTN




