Entry name organism [full name [oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extl:acellular
sites sites reticulum apparatus membrane [region

'Vitamin K [21.366884 NaN NaN 28510447 MGSTWGSPGWVRLALCLTGLVLSLY [None None None |None

IALHVKAARARDRDYRALCDVGTAIS

UniprotKB
ID

E9PLNS8 E9PLN8 HUMAN [Homo
sapiens |epoxide

None None None None None

CSRVFSSRWGRGFGLVEHVLGQDSI

reductase

domain- LNQSNSIFGCIFYTLQLLLGLQAAQR
containing IACGQRGPGPPKPQEGNTVPGEWPW
protein QASVRRQGAHICSGSLVADTWVLTA

IAHCFEKAAATELNSWS




