
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E9PTR4 E9PTR4_RAT Rattus
norvegicus

NaN 36.054081 NaN NaN 18683930;38843836 MMTSVGTNRARGNWEQPQNQNQT
QHKQRPQATAEQIRLAQMISDHNDA
DFEEKVKQLIDITGKNQDECVIALHD
CNGDVNRAINVLLEGNPDTHSWEM
VGKKKGVSGQKDGGQTESNEEGKE
NRDRDRDYSRRRGGPPRRGRGASR
GREFRGQENGLDGTKSGGPSGRGT
DRGRRGRGRGRGSSGRRGGRFSAQ
GMGTFNPADYAEPANTDDNYGSSS
GNTWNNTGHFEPDDGTRLDFIGVE
GSNYPRKFETAPGAWRTATEEWGTE
DWNEDLSETKIFTASNVSSVPLPAE
NVTITAGQRIDLAVLLGKTPSSMEND
SSNLDPSQAPSLAQPLVFSNSKQNAI
SQPASGNTFSHHSMVSMLGKGFGD
VGEAKGGSTTGSQFLEQFKTAQALA
QLAAQHSQSGSTTTSSWDMGSTTQ
SPSLVQYDLKSANDSTVHSPFTKRQ
AFTPSSTMMEVFLQEKPPAVATSTA
APPPPSSPLPSKSTSAPQMSPGSSDN
QSSSPQPAQQKLKQQKKKTSLTSKIP
ALAVEMPGSADISGLNLQFGALQFG
SEPVLSDYESTPTTSASSSQAPSSLYT
STASESSSTVSSNQSQESGYQSGPIQ
STTYTSQNNAQGPLYEQRSTQTRRY
PSSISSSPQKDLTQAKNGFSSVQATQ
LQTTQSVEGATGSAVKSESPSTSSIP
SLNETVPAASLLTTASQHSSSLSGLS
HSEEIPNTTTTQHSSALSTQQNTLSS
STSSGRTSTSTLLHTSVESEANLHSS
SSTFSTTSSTVSAPPPVVSVSSSLNS
GSSLGLSLGSNSTVTASTRSSVATTS
GKAPPNLPPGVPPLLPNPYIMAPGLL
HAYPPQVYGYDDLQMLQTRFPLDYY
SIPFPTPTTPLTGRDGSLASNPYSGD
LTKFGRGDASSPAPATTLAQPQQNQ
TQTHHTTQQTFLNPALPPGYSYTSLP
YYTGVPGLPSTFQYGPAVFPVAPTSS
KQHGVNVSVNASATPFQQPSGYGS
HGYNTGVSVTSSNTGVPDISGSVYSK
TQQSFEKQGFHSGTPAASFNLPSAL
GSGGPINPATAAAYPPAPFMHILTPH
QQPHSQILHHHLQQDGQLPYLQMIL
CCQRQQEEQDILTLVDDQLGE

True False 2.057 4.637 False 0.589 False False False


