
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E9PUA3 E9PUA3_MOUSE Mus
musculus

NaN 29.185005 NaN NaN 22645316 MACRRRYFVEGEAPSSETGTSLDSP
SAYHQGPLVPGSSLSPDHYEHTSVG
AYGLYAGPGPQQRTRRPRLQHSTSV
LRKQAEEEAIKRSRSLSESYELSSDL
QDKQVEMLERKYGGRLVTRHAARTI
QTAFRQYQMNKNFERLRSSMSENR
MSRRIVLSNMRMQFSFEGPEKVHS
SYFEGKQVSVTNDGSQLGALVPSEC
GDLSDPALKSPAPSSDFADAITELED
AFSRQVKSLAESIDDALNCRSLHSE
EVPASDTARARDTEPKPGLHGMDH
RKLDEMTASYSDVTLYIDEEELSPPL
PLSQAGDRPSSTESDLRLRSGGAAQ
DYWALAHKEDKADTDTSCRSTPSLE
RPEPRLRVEHLPLLTIEPPSDSSVEL
SDRSDRSSLKRQSAYERSLGGQQGS
PKHGPHGGPPKGLPREEPELRPRPP
RPLESHLAINGSANRQSKSESDYSD
GDNDSINSTSNSNDTINCSSESSSR
DSLREQTLSKQTYHKETRNSWDSPA
FSNDVIRKRHYRIGLNLFNKKPEKGI
QYLIERGFVPDTPVGVAHFLLQRKGL
SRQMIGEFLGNRQKQFNRDVLDCV
VDEMDFSAMELDEALRKFQAHIRV
QGEAQKVERLIEAFSQRYCVCNPGV
VRQFRNPDTIFILAFAIILLNTDMYSP
NVKPERKMKLEDFVKNLRGVDDGE
DIPRETLIGIYERIRKRELKTNEDHVS
QVQKVEKLIVGKKPIGSLHHGLGCVL
SLPHRRLVCYCRLFEVPDPNKPQKL
GLHQREIFLFNDLLVVTKIFQKKKNS
VTYSFRQSFSLYGMQVLLFENQYYP
NGIRLTSAVPGADIKVLINFNAPNPQ
DRKKFTDDLRESVAEVQEMEKHRIE
SELEKQKGVVRPSMSQCSSLKKESG
NGTLSRACLDDSYASGEGLKRSALS
SSLRDLSEAGKRGRRSSAGSLESNV
EGSIISSPHMRRRATSTRECPSRPPQ
PVPNSSSLLGSLFGSRRGKPPPQAH
PPSAPPPAPPHAHHPGPSEGPLHGH
HAQYCHAQQNPPPYHHHHHYHPPP
HLQHTHQYHHGPHGGHPPYGAHA
HSHPPLPTAHPGHAGHSAHHHGQP
PAPPPPTSSKAKPSGISTVV

False False 3.113 3.796 1.262 1.345 0.888 1.573 0.939


