UniprotKB Entry name organism |full name loglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.ace
ID sites reticulum |apparatus membrane [region
E9PULS5 PRRT2_MOUSE |Mus Proline-rich 25.775171 NaN S28;T74;T78;598;5102;5244;S254;S |34678516 MAASSSQVSEMKGVEDSSKTQTEG |False True 1.185 [2.142 [1.107 0.935 0.702 5.0 1.387
musculus [transmembrane 255 PRHSEEGLGPVQVVAEIPDQPEALQ
protein 2 PGPGITAAPVDSGPKAELAPETTETP

VETPETVQATDLSLNPEEGSKASPSP
SPSEARQEPASKPDVNRETAAEEGS
EPQSTAPPEPTSEPAFQINTQSDPQP
TSQPPPKPPLQAEPPTQEDPTTEVLT
ESTGEKQENGAVVPLQAGDGEEGPA
PQPHSPPSTKTPPANGAPPRVLQKLV
EEDRIGRAHGGHPGSPRGSLSRHPS
SQLAGPGVEGGEGTQKPRDYIILAIL
SCFCPMWPVNIVAFAYAVMSRNSL
QQGDVDGAQRLGRVAKLLSIVALVG
GVLIIIASCVINLGVYK




