UniprotKB Entry name |organism |full name |oglcnacscore oglcnac phosphorylation |,y ¢ sequence intracellular |extracellular cytosol [nucleus [mitochndrion |* .. golgi plasma lextrac
D sites  [sites reticulum |apparatus membrane [regior
E9PV24 FIBA MOUSE Mus Fibrinogen 35.953804 NaN S46;S447 37507081;36288343;40997131;374 [MLSLRVTCLILSVASTVWTTDTEDK |False False 1.805 |2.018 1.768 1.598 1.311 1.892 3.469
musculus |alpha 53647 GEFLSEGGGVRGPRVVERHQSQCK
chain DSDWPFCSDDDWNHKCPSGCRMK

GLIDEANQDFTNRINKLKNSLFDFQ
RNNKDSNSLTRNIMEYLRGDFANA
NNEFDNTYGQVSEDLRRRIEILRRKVI
EKAQQIQALQSNVRAQLIDMKRLEV
DIDIKIRSCKGSCSRAVNREINLQDY
EGHQKQLQQVIAKELLPTKDRQYLP
ALKMSPVPDLVPGSFKSQLQEAPPE
'WKALTEMRQMRMELERPGKDGGS
RGDSPGDSRGDSRGDFATRGPGSKA
ENPTNPGPGGSGYWRPGNSGSGSD
GNRNPGTTGSDGTGDWGTGSPRPG
SDSGNFRPANPNWGVFSEFGDSSS
PATRKEYHTGKAVTSKGDKELLIGKE
KVTSSGTSTTHRSCSKTITKTVTGPD
GRREVVKEVITSDDGSDCGDATELDI
SHSFSGSLDELSERHPDLSGFFDNH
FGLISPNFKEFGSKTHSDSDILTNIE
DPSSHVPEFSSSSKTSTVKKQVTKTY
KMADEAGSEAHREGETRNTKRGRA
RARPTRDCDDVLQTQTSGAQNGIFSI
KPPGSSKVFSVYCDQETSLGGWLLI
QQRMDGSLNFNRTWQDYKRGFGSL
NDKGEGEFWLGNDYLHLLTLRGSV
LRVELEDWAGKEAYAEYHFRVGSEA
EGYALQVSSYRGTAGDALVQGSVEE
GTEYTSHSNMQFSTFDRDADQWEE
NCAEVYGGGWWYNSCQAANLNGIY
YPGGTYDPRNNSPYEIENGVVWVPF
RGADYSLRAVRMKIRPLVGQ




