
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

E9PVY8 E9PVY8_MOUSE Mus
musculus

NaN 25.775171 NaN NaN 34678516 MSSSDEETLSERSCRSERSCRSERS
YRSERSGSLSPCPPGDTLPWNLPLH
EQKKRKSQDSVLDPAERAVVRVADE
RDRVQKKTFTKWVNKHLMKVRKHI
NDLYEDLRDGHNLISLLEVLSGIKLP
REKGRMRFHRLQNVQIALDFLKQR
QVKLVNIRNDDITDGNPKLTLGLIWT
IILHFQISDIYISGESGDMSAKEKLLL
WTQKVTAGYTGVKCTNFSSCWSDG
KMFNALIHRYRPDLVDMERVQVQS
NRENLEQAFEVAERLGVTRLLDAED
VDVPSPDEKSVITYVSSIYDAFPKVPE
GGEGISATEVDSRWQEYQSRVDSLIP
WIRQHTILMSDKSFPQNPVELKALY
NQYIHFKETEILAKEREKGRIKELYK
LLEVWIEFGRIKLPQGYHPNHVEEE
WGKLIVEMLEREKSLRPAVERLELL
LQIANKIQNGALNCEEKLTLAKNTL
QADAAHLESGQPVQCESDVIMYIQE
CEGLIRQLQVDLQILRDEKYYQLEEL
AFRVMRLQDELVTLRLECTNLYRKG
HFSSLELVPPSTLTTTHLKAEPLNKT
THSSSTSWFRKPMTRTELVSISSSED
EGNLRFVYELLSWVEEMQMKLERA
EWGNDLPSVELQLETQQHIHTSVEE
LGSSVKEARLYEGKMSQNFHTSYVE
TLGKLETQYCKLKETSSFRMRHLQS
LHKFVSRATAELIWLNGKEEEELAC
DWSDSNPNISAKKTYFSELTMELEG
KQDVFRSLQDTAEVLSLENHPAKQT
VEAYSAAVQSQLQWMKQLCLCVEQ
HVKENAAYFQFFSDARDLESFLRNL
QDSIKRKYTCDRSTSLSRLEDLLQDS
MDEKEQLIQSKSSVASLVGRSKTIVQ
LKPRNPDHVLKSTLSVKAICDYRQIE
ITICKNDECVLEDNSQRTKWKVISPT
GNEAMVPSVCFLIPPPNKEAIEMAS
RVEQSYQKVMALWHQLHINTKSLIS
WNYLRKDLDTVQTWSLEKLRSLAPG
ECHQVMKNLQAHYEDFLQDSHDSA
LFSVADRLRIEEEVEACKAHFQHLM
KSLENEDKEETLAKVYISELKNIRLL
LEECEQRLLKQIQSPASSKTDRDAR
QDITLRIAEQEHTQEDLQHLRSDLD
AISMKCNVFLQQSPSGSSATTLRSEL
NLMVEKMDHVYGLSTVYLNKLKTID
VIVRSMQDAELLVKGYEIKLSQEEAV
PADLSALESHRTTLQHWLSDVKDKN
SVFSVLDEEITKAKKVAEQLRHPASE
PNLDLERYQEKGSQLQERWHRVIAQ
LETRQSEVESIQEVLRDYRACHGTLI
KWIEETTAQQEMMKPGQAEDSRVL
SEQLSQQTELFAEIERNQTKLDQCQ
KFSQQYSTIVKDYELQLMTYKAFVES
QQKSPGKRRRMISSSDAITQEFMDL
RTRYTALVTLTTQHVKYISDALRRLE
EEEKVVEEEKQEHVEKVKDLLGWV
STLARNTQGTTTSSHTSASADIEKAI
LEQQVLAEELTTKKEQVSEAIKTSQI
FLAKHGHKLSEGEKEQISEQLRVLN
KTYHDLCDGSANQLQQLQSELAQQ
TEQKGCRAVAGVIDLGTVEIFPIFRA
MQKGLIDQDTGLVLLESQIIMSGLID
PENSEKLSLEEGLTRNFINLPIYQQL
LGLRDSLSLVSRLTGTLGSLSVVEAI
EKKIISERLGLKVLEVHLATGGFSLP
PSENCINLEEAFHQGFIASSLHSELQ
SHLRSSKNLIDPNTAEKVGLLDLMQ
RCIIHQESGLKLLPVKQLAGGMVSLK
SGRKVSIFRAVQEGLIDRQVTVRLLE
AQLFAGGIVDPRTGHRLTVEEAVRH
NLIDQDMACAILIRQLQTGGIIDTVT
GDRMTIDEAVTNNLVAAKIALVILES
LWSFMGLLLPESGEILPITDALEQGI

None None None None None None None None None



0

VSTELAHKILHNRQQIEALFLPTLTEI
WSWEKATESGILDKDLVNNLRSVCI
PDMMPHIQLADSAEQSKVGFAAGKP
PVSGPREEGSSHGEKLLFQLMTHSY
IHAHTGQRLLLLDQELVEMLTSRDD
CQVILPEVFEIQHQRLNTSEALQELY
TGTISQISSAKHPRKPCESQFLSQNK
DYPSQENCTEAKGERSVVGIECSPA
ESPERELFLKEQEAIIENVGSLKVIN
KVKLKLQRPLLGSRKEEQAETLREE
NISGDPLLVECPEESEGKDLSTEKSK
CQTPTKCSFTCHKEQVKTIKDIPSET
GTSLIKSQNQMSQFQVDTSVGLRSE
FKSEHDMNVNSLEKELKEELLVKD
GHKQSQEGQSVADGQTVALEKTDT
EDNADEPALLHSSPFEDATLSTLSA
QLQDGGIFNEETGQKLLLNEAIAQG
LVSSHTAVKLMGKLNMFRGFFDSQ
TCESLTTEEVIDEGLMDEKLLYNVL
MSDKAISGILDPRTHSLCSVKEAVAA
GLLDKETATRILEGQVITGGIVDLKR
GKKLSVTLASNLGLVDTADQTELINL
EKATKGRGAEKAVKERLIELQMETA
GLMDPESKAPLTVLQSIDRGILEREA
AVYLLTKQVLDGGIIHHISGLRLSVD
NAFKHGLIGEDMARQLRKVENFIHY
QFFHPQTKEALSFSEAIKLDLVSPDL
KREIQEIQDFSGNLGDFIYGQKLTLA
KTNKEESLANKTELPSGVMHGVIDP
ENCTIIPYSELVKKCRIDTESGWRYL
EVIPFSDIKDEAGNNVLTPPEAIQLG
KVDFASALKVLEAQANTGGIIDMAT
GKRVTLASALEKKLLDENMARIIASH
QMLSGGIIDIYSDQRVTLNDAVEKRL
ISPELAAMIQVDPLAEQGGTGVCELK
GDFLRKELLSESSKTPRESYSKEKHE
AVLQAGSLCAPEKAGIRGSNGEKAE
KGRKISVEMEGQRQDEKASSDNKVS
ASILSPFGFEGESSYQVSVTHPCSES
CDLKPREETRSCMKKCAVVERDKVV
TQIKMVSHVKQSTSGLDAEEARERQ
GRMVSKEQGSHYETAGNLLSERSVR
VDRRVRREMGGEQSVQMSREAAVL
SEEELDQEVTIGDEPDSFVKSQSMK
MIGNDKGKEAGIEKDISVVCKIEGFP
SQMTSKDASLTNQDALPFYTEGETK
TVNLCSILKPGEKLSQETASTVQKEP
LSSEIPRPERLNSQESDEEPQISDVP
HISKGDMAAQITTRQETTDVQDLYIT
SKSSETKDKIFPSKNYIEKLHQEIPM
DPTRSHKLKEATISTLETEGISYLDSS
DIKSLCEDSKADHKSCGHQKSKVTT
TQAKKSLEVVDLLVRDTEEGSSEDR
VGQRGPRVLASLLPEKLPTRTVQSE
NIRQHDAVIPAISEIREEMALSLPCS
VVKVDGKIPKEKHKEILGDEQGPFM
AIPSGKGIEGVNPEPCRATQNVFTRR
LCLEHDEKLVSYLSLLRDIEMRTKQI
QPLELNVAELQDLLGQAKELDRELK
DLSTVVSQELECVDRIVISQPQEVPA
QLLKALEKDAKNLQKSLDSVSDSWS
SRFLHLQSAVEVKKATVLNRHKELQ
GKLQDLRAWVGRASLTLNSKGCDTE
TDADSLSHTLQPYKDMKQSMAERK
SQLDALALDIQLFISEHPQDLSLQQN
QEMLQFLSELQRSFQGLVEHTAAQK
DVVQGHLQQVQQEVQVKTLQKQQD
TCHKKLEDLCNWVGQAERALERHQ
GGASRQELPALQQNQSDLKDLQGDI
QSHSTSFATAVKDIEGFLEENQTKLS
PQELTALREKLHQAKEQYEVLQERT
RVAQKELEEAVTSALQQETEKSKAA
TELAENKRKIDALLDWVASVGSSER
KPQASLPGMEQFSGACLEKQTLAAT
DGHVDVNQVPETLDRQYELMKARH
QELLSQQQNFIVATQSVQSFLDQHS
HNLTPEERQKLQEKLGELKEQYAAS



LARSEAELKQTQALRDELQKFLQDH
KEFENWLQQSENELDSMHKGGSSP
EALNSLLKRQGSFSEDVISHKGDLR
FVTISGQKVLETENNFEEGQEPSAT
RNLVNEKLKDATERYTTLHSKCIRL
GSHLSMLLGQYQQFQSSADSLQAW
VLTCEASVGKLLSDTVASDPGVLQQ
QLATTKQLQEELAEHQVPVEKLQKA
AHDLLDIEGEPALDCRPIQETTDSIS
SRFQNLSCSLDERSALLQKAIAQSQS
VQESMESLLQSIREVEQNLERDQVA
SLSSGVIQEALANNMKLKQDIARQK
SSLEATHDMVTRFMETADSNSASVL
QGKLAELSQRFQQLQLQQQEKESN
LKKLLPQAEMFEQLSNKLQQFMEN
KSRLLASGNQPDQDIAHFSQQIQEL
TLAMEDQKENLDTLEHLVTTLGSCG
FALDLSQHQDKIQNLKKDFTELQKT
VQEREKDASTCQEQLDEFRKLIRTF
QKWLKETEGNVPPAKTFVSAKELEK
QIEHLKDLISDWESKGALLGEINAKG
TALESLIMDITAPDSQAKTGSILPPVG
SSVGSVNGYHTCKDLTEIQCDMFDV
NSKYEKLWEVLRERQESLQTVFSRM
EEVQKEASSVLQWLESKEEVLKAM
DATLSPTKTETVKAQAESNKAFLAEL
EQNSPKIQKVKEALAGLLKTYPNSQ
EAENWKKMQEDLNSRWEKATEVTV
ARQKQLEESASHLACFQAAESQLRP
WLMEKELMMGVLGPLSIDPNMLNA
QKQQVQFMLKEFEARRQQHEQLNE
AAQGILTGPGDMSPSASQVHKDLQS
ISQKWVELTDKLNSRSSQIDQAIVKS
TQYQDLLQDLSEKVKAIGQRLSGQS
AISTQPEAVKQQLEETSEIRSDLGQL
DNEIKEAQTLCQELSLLIGEQYLKDE
LKKRLETVALPLQGLEDLAADRMNR
LQAALASTQQFQQMFDELRTWLDE
KQSQQAKNCPISAKLERLQCQLQEN
EEFQKNLNQHSGSYEVIVAEGEALL
LSVPPGEEKKTLQNQLVELRSHWED
LSKKTANRQSRLKDCMQKAQKYQG
HVEDLVPWIDECKSKMSELQVTLDP
VQLESSLLRSKAMLNEAEKRRSLLEI
LNSAADILINSSEIDEDEIRDEKAGL
NQNMDAITEELQAKTSSLEEMTQRL
KEFQESFKNIEKKVEGAKHQLEIFD
ALGSQACSNKNLEKLKAQQEVLQAL
EPQVDYLRNFTQGLVEDAPDGSDAS
PLVHQAEVAQQEFLEVKQRVSSSCL
TMENKLEGIGQFHCRVREMFSQLA
DLDDELDGMGAIGRDTDSLQSQIED
VRLFLNKIQALRFDIEDSEAECRKML
EEEGTLDLLGLKRELEALNKQCGKL
TERGKVRQEQLELTLGRVEDFYRKL
KALNDAATAAEEGEALQWIVGTEVD
VINQQLADFKLFQKDQVDPLQVKLQ
QVNGLGQGLIQSAGKNCDVQGLEH
DMDEINTRWNTLNKKVAQRIAQLQ
EALLHCGKFQDALEPLLSWLTDTEE
LIANQKPPSAEYKVVKAQIQEQKLLQ
RLLDDRKATVDMLQAEGGRIAQSAE
LADREKITGQLESLERRWTDLLSKA
AARQKQLEDILVLAKQFHETAEPISD
FLSVTEKKLANSEPVGTQTAKIHQQI
IRHKALNEEIINRKKNVDQAIKNGQA
LLKQTTGEEVLLIQEKLDGIKTRYADI
TLTSSKALRTLEQARQLATKFHSTYE
ELTGWLREAEEELAASGGQSPTGEQ
IPQFQQRQKELKKEVMEHRLVLDTV
NEVSHALLELVPWRAREGLDKLVSD
ANEQYKLISDTVGQRVDEIDAAIQRS
QQYEQAADAELAWVAETKRKLMAL
GPIRLEQDQTTAQLQVQKAFSIDIIR
HKDSMDELFSHRGEIFSTCGEEQKA
VLQEKTECLIQQYEAVSLLNSERYAR
LERAQVLVNQFWETYEELSPWAEET



LALIAQLPPPAVDHEQLRQQQEEMR
QLRESIAEHKPHIDKILKIGPQLKEL
NPEEGKMVEEKYQKAENMYAQIKD
EVRQRALALDEAVSQSAQFHDKIEP
MLETLENLSSRLRMPPLIPAEVDKIR
ECISDNKSATVELEKLQPSFEALKRR
GEELIGRSQGADKDLAAKEIQDKLD
QMVFFWEDIKARSEEREIKFLDVLE
LAEKFWYDMAALLTTIKDTQDIVHD
LESPGIDPSIIKQQVEAAETIKEETDG
LHEELEFIRILGADLIFACGETEKPEV
KKSIDEMNNAWENLNKTWKERLEK
LEDAMQAAVQYQDTLQAMFDWLD
NTVIKLCTMPPVGTDLNTVKDQLNE
MKEFKVEVYQQQIEMEKLNHQGEL
MLKKATDETDRDIIREPLTELKHLW
ENLGEKIAHRQHKLEGALLALGQFQ
HALEELMSWLTHTEELLDAQRPISG
DPKVIEVELAKHHVLKNDVLAHQAT
VATVNKAGSELLESSAGDDASSLRS
RLETMNQCWESVLQKTEEREQQLQ
STLQQAQGFHSEIEDFLLELNRMEN
QLSASKPTGGLPETAREQLDTHMEL
HSQLRAKEEIYNQLLDKGRLMLLSR
GDSGSGSKTEQSVALLEQKWHAVSS
KVEERKSKLEEALSLATEFQNSLQE
FINWLTLAEQSLNIASPPSLILNTVLS
QIEEHKVFANEVNDHRDQIIELDQT
GNQLKFLSQKQDVVLIKNLLVSVQS
RWEKVVQRSIERGRSLDDARKRAKQ
FHEAWKKLIDWLEDAESHLDSELEI
SNDPDKIKLQLSKHKEFQKTLGGKQ
PVYDTTIRTGRALKEKTLLAGDTQKL
DNLLGEVRDKWDTVCGKSVERQHK
LEEALLFSGQFMDALQALVDWLYKV
EPQLAEDQPVHGDLDLVMNLMDAH
KVFQKELGKRTGTVQVLKRSGRELIE
GSRDDTTWVKGQLQELSTRWDTVC
KLSVSKQSRLEQALKQAEEFRDTVH
MLLEWLSEAEQTLRFRGALPDDTEA
LQSLIDTHKEFMKKVEEKRVDVNTA
VAMGEAILAVCHPDCITTIKHWITIIR
ARFEEVLTWAKQHQQRLETALSELV
ANAELLEELLAWIQWAETTLIQRDQ
EPIPQNIDRVKALITEHQSFMEEMT
RKQPDVDRVTKTYKRKSVEPTHAPF
MEKSRSGSRKSLNQPTPPPMPILSQ
SEAKNPRINQLSARWQQVWLLALER
QRKLNDALDRLEELCPELKEFANFD
FDVWRKKYMRWMNHKKSRVMDFF
RRIDKDQDGKITRQEFIDGILASKFPT
TKLEMTAVADIFDRDGDGYIDYYEFV
AALHPNKDAYRPTTDADKIEDEVTR
QVAQCKCAKRFQVEQIGENKYRFFL
GNQFGDSQQLRLVRILRSTVMVRVG
GGWMALDEFLVKNDPCRARGRTNI
ELREKFILPEGASQGMTPFRSRGRR
SKPSSRAASPTRSSSSASQSNHSCTS
MPSSPATPASGTKVISSSGSKLKRPT
PAFHSSRTSLAGDTSNSSSPASTGAK
ANRADPKKSASRPGSRAGSRAGSRA
SSRRGSDASDFDLLETQSACSDTSE
SSAAGGQGSSRRGLTKPSKIPTMSK
KTTTASPRTPGPKR


