
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

E9PYG6 E9PYG6_MOUSE Mus
musculus

Ras
GTPase-
activating
protein	1

29.125745 NaN NaN 39927985 MMAAEAGSEEGGPATAGPGGGAAT
GSSAYSAACRVKLPAALPVAAAPCPG
LADADLVAALGGGAASGSGFLGTGP
VAGVLGGAALTGSAAAGVAGAAAAG
PAGDVAFTKGTLSLPAETLGPGGGFP
PLPPPPQLPPLGSGLGTVDEGDSLDG
PEYEEEEVAIPLTAPPTNQWYHGKL
DRTIAEERLRQAGKSGSYLIRESDRR
PGSFVLSFLSQTNVVNHFRIIAMCG
DYYIGGRRFSSLSDLIGYYSHVSCLL
KGEKLLYPVAPPEPVEDRRRVRAILP
YTKVPDTDEISFLKGDMFIVHNELE
DGWMWVTNLRTDEQGLIVEDLVEE
VGREEDPHEGKIWFHGKISKQEAYN
LLMTVGQVCSFLVRPSDNTPGDYSL
YFRTNENIQRFKICPTPNNQFMMGG
RYYNSIGDIIDHYRKEQIVEGYYLKEP
VPMQDQGQVLNDTVDGKEIYNTIRR
KTKDAFYKNIVKKGYLLKKGKGKRW
KNLYFILEGSDAQLIYFESEKRATKP
KGLIDLSVCSVYVVHDSLFGRPNCF
QIVVQHFSEEHYIFYFAGETPEQAED
WMKGLQAFCSLRKSSPGTSNKRLR
QVSSLVLHIEEAHKLPVKHFTNPYC
NIYLNSVQVAKTHAREGQNPVWSEE
FVFDDLPPDINRFEITLSNKTKKSKD
PDILFMRCQLSRLQKGHATDEWFLL
SSHIPLKGIEPGSLRVRARYSMEKIM
PEEEYSEFKELILQKELHVVYALSHV
CGQDRTLLASILLKIFLHEKLESLLLC
TLNDREISMEDEATTLFRATTLASTL
MEQYMKATATQFVHHALKDSILKIM
ESKQSCELSPSKLEKNEDVNTNLAH
LLSILSELVEKIFMASEILPPTLRYIYG
CLQKSVQHKWPTNNTMRTRVVSGF
VFLRLICPAILNPRMFNIISDSPSPIA
ARTLTLVAKSVQNLANLVEFGAKEP
YMEGVNPFIKSNKHRMIMFLDELG
NVPELPDTTEHSRTDLSRDLAALHEI
CVAHSDELRTLSNERGVQQHVLKKL
LAITELLQQKQNQYTKTNDIR

True True 4.272 4.225 0.469 False False 5.0 False


