UniprotKB Entry name organism |full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.'acellular
1D sites sites reticulum apparatus [ membrane [region
E9PZD8 E9PZD8 _MOUSE Mus Ceruloplasmin|27.83319 NaN NaN 39927985;37507081 MKFLLLSTFIFLYSSLALARDKHYFI |NaN NaN NaN |[NaN NaN NaN NaN NaN None

musculus

GITEAVWDYASGTEEKKLISVDTEQS
NFYLQNGPDRIGRKYKKALYFEYTD
GTFSKTIDKPAWLGFLGPVIKAEVED
KVYVHLKNLASRIYTFHAHGVTYTKE
YEGAVYPDNTTDFQRADDKVLPGQQ
YVYVLHANEPSPGEGDSNCVTRIYH
SHVDAPKDIASGLIGPLILCKKGSLYK
EKEKNIDQEFVLMFSVVDENLSWYL
EDNIKTFCSEPEKVDKDNEDFQESN
RMYSINGYTFGSLPGLSMCAADRVK
WYLFGMGNEVDVHSAFFHGQALTS
RNYQTDIINLFPATLIDAYMVAQNPG
VWMLSCQNLNHLKAGLQAFFQVRD
CNKPSPEDNIQDRHVRHYYIAAEEVI
WNYAPSGTDIFTGENLTALESDSRV
FFEQGATRIGGSYKKMAYREYTDGS
FTNRKQRGPDEEHLGILGPVIWAEV
GDTIKVTFHNKGQHPLSIQPMGVSF
TAENEGTYYGPPGRSSQQAASHVAP
KETFTYEWTVPKEMGPTYADPVCLS
KMYYSGVDPTKDIFTGLIGPMKICKK
GSLLADGRQKDVDKEFYLFPTVFDE
NESLLLDDNIRMFTTAPDQVDKEDE
DFQESNKMHSMNGFMYGNQPGLN
MCLGESIVWYLFSAGNEADVHGIYF
SGNTYLSKGERRDTANLFPHKSLTL
LMNPDTKGTFDVECLTTDHYTGGM
KQKYTVNQCQRQFEDFTVYLGERTY
YVAAVEVEWDYSPSRAWEKELHHL
QEQNVSNVFLDKEEFFIGSKYKKVV
YRQFTDSSFREQVKRRAEDEHLGIL
GPPIHANVGDKVKVVFKNMATRPYS
IHAHGVKTESSTVVPTLPGEVRTYTW
QIPERSGAGREDSACIPWAYYSTVDR
VKDLYSGLIGPLIVCRKSYVKVFSPKK
KMEFFLLFLVFDENESWYLDDNIKT
YSEHPEKVNKDNEEFLESNKMHAI
NGKMFGNLQGLTMHVKDEVNWYV
MGMGNEIDLHTVHFHGHSFQYKHR
GVYSSDVFDLFPGTYQTLEMFPQTP
GTWLLHCHVTDHVHAGMATTYTVL
PVEQVSSQSYRMTWNILYTLLISIIIL
FQMSTKE




