UniprotKB Entry name lorganism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl.'acellular

1D name sites sites reticulum |apparatus membrane [region

E9PZM7  |E9PZM7_MOUSE Mus NaN [28.757601 NaN NaN 25153642;28528544 MKKKSVYNQNVGDQECDDMEGEE [None None None [None |None None None None None
musculus NSNTADASGLLYSEADRCPICLSCLL

GKEVGFPESCNHVFCMACILKWAEI
LASCPIDRKPFQAVFELSAFEGCAKI
QVKRRLRETEDKENQRSFKKQLFYH
ESSKGNKRKRNTIREDLLCERSDGL
KVLYRNISNKMDGKKNATVKTNKV
QRSNQCTDSCIRNEMSSVFSCGSHS
'WGPRTHRASCTESIEVNEISALIRQK
RQELELSWFPNTLPGNGRVGSVPW
SVETAFLSLASSGLPRTVFPASTTSL
EHFGTSHKGYALAHTQGGGEKKQT
SGTSNTRGSRRKPAATAPTRRSTRN
TRAETVSQSQKSPVSNYSECDAPGN
SNSSVSISPPAESEKQTRQAPKRKSV
RRGRKPPLLKKKLRRSVPPAEKSSSD
SVEEETVDSDTPPVLEKEQQSCVES
SSICSVQTDEENHLHLESCSEQTEE
NEQANNHEIEEQTESLNSESCTQDP
PGLVGEDTGIEAKEFCADHDISPDTS
LRGRDSAEHQEQLSGSSESEVQALV
CTESPPEGSPTCPPSDIEHQPVSSPL
GEVSDNTTPVVSDERAEESLTVEST
DLNDERTGESLTVESTDLNDSAVNI
EAFVESPKMESCEGETAQGLDRHCV
PSSDSELPEHIQTENTEIIPACEHIQT
ENTEIIPACEHIQTENTEIIPVCGTLE
NENSDAVQDCEDNLLKHNLDNSQS
DKFLEETTESLVEHPIHAELPHKEVD
QSEKHFSEDNNESVPMECDSFCSD
QNESEVESSANTDSKQLSENSVPHS
SEDKLSSDPAVEKVETVAQPAESLV
DKAPKPRTRRSRFHSPSTTWSPNKD
AAQEKRRAQSPSPKRETVVESQSSQ
SPSPKRESARGRRKSRSLSPKKDVA
RERRQSRSPKRENAREAKRSESGSP
RRDTSRENQRSQSRVKDSSSREKSR
SRSRERESDREAQRRERDRERRARR
'WSRSRSRSRSPSRLRTKSKSSSFGR
NERDNYSPRWKERWTNDGWRCPR
GNDRYRRNDSEKQNENTRNEKNDI
TADSNDPSSTDKHRSDCPSWVTEKI
NSGPDPRTRNPEKLKDSHWEENRN
ENSGNSWTKNFGPGWMSSRGRGG
RGKGAYRGNFACNDQSENRWQSRT
PLSGSDSFKSAEQQPSKRKSEQELS
FGTAADRSGWTSASSWAVRKTLPAD
'VQSYYSRRGRNSSGPQSGWMRQEE
ETPEQDSNLKDQTNQVDGSQLPVN
MMQPHMSVMQPPVNAPHPPVGVF
PYPVGLPAPMMNMQRNPFTMHPP
MPLHLHTGVPLMQVAAPASIPQGPP
PPPPPPPSQQVSYVASQPDGKQVQG
LSSASHVSNNMNTQVLPAPSAAPAN
TGSVQGPSSGNTSSSSHVQASNAAV
KLAESKKLQIQEKAAQEVKLAIKPFY
QNKDITKEEYKEIVRKAVDKVCHSKS
GEVNSTKVANLVKAYVDKYRYSRKK
ALEEPGSTEKT




