UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane |region
E9QONO E9QONO MOUSE Mus NaN [25.775171 NaN NaN 34678516 MAQFPTPFGGSLDVWAITVEERAKH (None None None |None None None None None None

musculus

DQQFLSLKPIAGFITGDQARNFFFQS
GLPQPVLAQIWALADMNNDGRMDQ
'VEFSIAMKLIKLKLQGYQLPSTLPPV
MKQQPVAISSAPAFGIGGIASMPPLT
AVAPVPMGSIPVVGMSPPLVSSVPPA
AVPPLANGAPPVIQPLPAFAHPAATL
PKSSSFSRSGPGSQLNTKLQKAQSF
DVASAPPAAEWAVPQSSRLKYRQLF
NSHDKTMSGHLTGPQARTILMQSSL
PQAQLASIWNLSDIDQDGKLTAEEFI
LAMHLIDVAMSGQPLPPVLPPEYIPP
SFRRVRSGSGMSVISSSSVDQRLPE
EPSSEDEQQPEKKLPVTFEDKKREN
FERGSVELEKRRQALLEQQRKEQER
LAQLERAEQERKERERQEQERKRQL
ELEKQLEKQRELERQREEERRKEIE
RREAAKRELERQRQLEWERNRRQE
LLNQRNKEQEGTVVLKARRKTLEFE
LEALNDKKHQLEGKLQDIRCRLATQ
RQEIESTNKSRELRIAEITHLQQQLQ
ESQQMLGRLIPEKQILSDQLKQVQQ
NSLHRDSLLTLKRALEAKELARQQL
REQLDEVERETRSKLQEIDVFNNQL
KELREIHSKQQLQKQRSLEAARLKQ
KEQERKSLELEKQKEDAQRRVQERD
KQWLEHVQQEEQPRPRKPHEEDRL
KREDSVRKKEAEERAKPEMQDKQS
RLFHPHQEPAKLATQAPWSTTEKGP
LTISAQESVKVVYYRALYPFESRSHD
EITIQPGDIVMVKGEWVDESQTGEP
GWLGGELKGKTGWFPANYAEKIPE
NEVPTPAKPVTDLTSAPAPKLALRET
PAPLPVTSSEPSTTPNNWADFSSTW
PSSSNEKPETDNWDTWAAQPSLTVP
SAGQLRQRSAFTPATATGSSPSPVLG
QGEKVEGLQAQALYPWRAKKDNHL
NFNKSDVITVLEQQDMWWFGEVQG
QKGWFPKSYVKLISGPVRKSTSIDTG
PTESPASLKRVASPAAKPAIPGEEFIA
MYTYESSEQGDLTFQQGDVIVVTKK
DGDWWTGTVGDKSGVFPSNYVRLK
DSEGSGTAGKTGSLGKKPEIAQVIAS
'YAATGPEQLTLAPGQLILIRKKNPGG
WWEGELQARGKKRQIGWFPANYVK
LLSPGTSKITPTELPKTAVQPAVCQVI
GMYDYTAQNDDELAFSKGQIINVLN
KEDPDWWKGEVSGQVGLFPSNYVK
LTTDMDPSQQWCSDLHLLDMLTPT
ERKRQGYIHELIVTEENYVNDLQLVT
EIFQKPLTESELLTEKEVAMIFVNWK
ELIMCNIKLLKALRVRKKMSGEKMP
'VKMIGDILSAQLPHMQPYIRFCSCQL
NGAALIQQKTDEAPDFKEFVKRLAM
DPRCKGMPLSSFILKPMQRVTRYPLI
IKNILENTPENHPDHSHLKHALEKA
EELCSQVNEGVREKENSDRLEWIQA
HVQCEGLSEQLVFNSVTNCLGPRKF
LHSGKLYKAKSNKELYGFLFNDFLL
LTQITKPLGSSGTDKVFSPKSNLQYK
MYKTPIFLNEVLVKLPTDPSGDEPIF
HISHIDRVYTLRAESINERTAWVQKI
KAASELYIETEKKKREKAYLVRSQRA
TGIGRLMVNVVEGIELKPCRSHGKS
NPYCEVTMGSQCHITKTIQDTLNPK
WNSNCQFFIRDLEQEVLCITVFERD
QFSPDDFLGRTEIRVADIKKDQGSKG
PVTKCLLLHEVPTGEIVVRLDLQLFD
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