IFLYVVDTCIEDEDLQALKESMQMS
LSLLPPTALVGLITFGRMVQVHELGC
EGISKSYVFRGTKDLSAKQLQEMLG
LSKVPVTQATRGPQVQQPPPSNRFL
QPVQKIDMNLTDLLGELQRDPWPVP
QGKRPLRSSGVALSIAVGLLECTFPN
TGARIMMFIGGPATQGPGMVVGDEL
KTPIRSWHDIEKDNAKYVKKGTKHF
EALANRAATTGHVIDIYACALDQTGL
LEMKCCPNLTGGYMVMGDSFNTSL
FKQTFQRVFTKDIHGQFKMGFGGTL
EIKTSREIKISGAIGPCVSLNSKGPCV
SENEIGTGGTCQWKICGLSPTTTLAI
YFEVVNQHNAPIPQGGRGAVQFVTQ
YQHSSGQRRIRVTTIARNWADAQTQ
IQNIAASFDQEAAAILMARLAIYRAET
EEGPDVLRWLDRQLIRLCQKFGEYH
KDDPNSFRFSETFSLYPQFMFHLRR
SPFLQVFNNSPDESSYYRHHFMRQ
DLTQSLIMIQPILYAYSFSGPPEPVLL
DSSSILADRILLMDTFFQILIYHGETI
AQWRKSGYQDMPEYENFRHLLQAP
VDDAQEILHSRFPMPRYIDTEHGGS
QARFLLSKVNPSQTHNNMYAWGQE
SGAPILTDDVSLQVFMDHLKKLAVS
SAA

UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
E9Q1S3 E9Q1S3_MOUSE Mus Protein |26.09834 NaN NaN 36064721 MTTYLEFIQQNEERDGVRFSWNVW (None None None |None None None None None None
musculus |[transport PSSRLEATRMVVPVAALFTPLKERPD
protein LPPIQYEPVLCSRTTCRAVLNPLCQV
SEC23 DYRAKLWACNFCYQRNQRGPQMPL




