}Jl;l iprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion . ic|golgi plasma extr.m
sites sites reticulum |apparatus membrane regio:
E9Q2X6 E9Q2X6 _MOUSE Mus Structural 32.227397 NaN NaN 34887587;25153642;28528544 MRRKGTKPSTACHQEEGPPPSQDG |None None None |None None None None None None
musculus [maintenance AHSDEEMEQPAGEAESAAPATMAS
of EAGAPRLMITHIVNQNFKSYAGEKV
chromosomes LGPFHKRFSCIIGPNGSGKSNVIDSM

protein

LFVEGYRAQKIRSKKLSVLIHNSDEH
KDIQSCTVEVHFQKIIDKEGDDYEVL
PNSNFYVSRTAYRDSTSVYHISGKKK
TFKDVGNLLRSHGIDLDHNRFLILQ
GEVEQIAMMKPKGQTEHDEGMLEY
LEDIIGCGRLNEPIKVLCRRVEILNE
HRGEKLNRVKMVEKEKDALEGEKN
IAIEFLTLENEMFKKKNHICQYYIYD
LQNRIAEITTQKEKIHEDTKEITEKS
NVLSNEMKAKNSAVKDVEKKLNKV
TKFIEQNKEKFTQLDLEDVQVREKL
KHATSKAKKLEKQLQKDKEKVEELK
SVPAKSKTVINETTTRNNSLEKEREK
EEKKLKEVMDSLKQETQGLQKEKEI
QEKELMGFNKSVNEARSKMEVAQS
ELDIYLSRHNTAVSQLSKAKEALITA
SETLKERKAAIKDINTKLPQTQQELK
EKEKELQKLTQEEINLKSLVHDLFQ
KVEEAKSSLAMNRSRGKVLDAIIQE
KKSGRIPGTYGRLGDLGAIDEKYDIAI
SSCCHALDYIVVDSIDTAQECVNFLK
KHNIGIATFIGLDKMTVWAKKMSKI
QTPENTPRLFDLVKVKNEEIRQAFYF
ALRDTLVANNLDQATRVAYQRDRR
WRVVTLQGQIIEQSGTMSGGGSKV
MRGRMGSSVIDEISVEEVNKMESQL
ERHSKQAMQIQEQKVQHEEAVVKL
RHSERDMRNTLEKFAASIQGLSEQE
EYLCVQIKELEANVLTTAPDRKQQKL
LEENVSVFKKEYDAVAEKAGKVEAEI
KRLHNTIIDINNRKLKAQQNKLDTIN
KQLDECASAITKAQVAIKTADRNLKK
AQDSVCRTEKEIKDTEKEINDLKTEL
KNIEDKAEEVINNTKTAETSLPEIQK
EHRNLLQELKVIQENEHALQKDALS
IKLKLEQIDGHISEHNSKIKYWQKEI
SKIKLHPVEDNPVETVAVLSQEELEA
IKNPESITNEIALLEAQCREMKPNLG
AIAEYKKKEDLYLQRVAELDKITSER
DNFRQAYEDLRKQRLNEFMAGFYVI
TNKLKENYQMLTLGGDAELELVDSL
DPFSEGIMFSVRPPKKSWKKIFNLS
GGEKTLSSLALVFALHHYKPTPLYF
MDEIDAALDFKNVSIVAFYIYEQTKN
AQFIIISLRNNMFEISDRLIGIYKTYN

STKSVAVNPKQIASKGLC




