UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi [plasma extl:acellular
1D name sites sites reticulum apparatus [ membrane [region
E9Q3M9 E9Q3M9 MOUSE |Mus NaN |29.185005 NaN NaN 22645316 MISTRVMDIKLREAAEGLGEDGAGK [None None None [None None None None None None

musculus

KKSKFKTFKKLFGKKKRKESPSPTG
NSAWKQNPAKSEVIAVEESGPVYDS
EDELEESRGTMGSRALSHDSIFFPE
SGQDPARPVRVFSQENVCDRIKALQ
LKIQCNVKMGPPPPGGLPIKRAEETG
MSSEDDGLPRSPPEMSLLHDVGPGT
TIKILVSSSRPQSPDHMSDASISSRTL
DGSLAPVVDFSHPPEFSSCLDNSAA
KHKLLVKPRNQRSSKLRRLSSRAQS
ECLSDLSWTLDEEDYEEKPLLHVSM
EETPDARQRDLIPGRRPEFGGPATFL
SPGGACARRARLQHSMAVSASMEE
GGCPRDEPSSLPATPEVTEPMVVSV
PSLESPSLPESSPNHILHSKSQKEEL
SPGGLCPLVESTSEEAPCGSGVAETP
LSTDVPERDMGPSKEGSAPPEGDPA
FSERHMAFPGGGSIPPEGNTTPHKG
VMEPPERDMSPSKDNMAPPKRIIAP
PERDMLPSEGDVAPPKRIMAPPERD
MSPPEGDVAPPKKIMAPPERDMSPP
EGDVAPPKKIMAPPERDMSPPEGDV
IAPPKKIMAPPERDMSPSEGDVAPPK
KIMAPPERDMSPPEGDVAPPKKIMA
PPERDLSPSEGDVAPPKRIMAPPERD
MSPFKGDMAPPKGIMEPPNRDTSLP
KGDTPPPETITDTNLETPSDTERQDQ
SVQKEEELTLVVVPRPEGVGTESSTA
PAPSPPVPKSCLKHKALVTSGSPAES
PLKEPGPAVQDKAVVPPARPRPTQA
IATSGGPERTALGRKNERSAEPQRSS
VKRFSVTSSRARARVSGSRLPEYSAH
VPAGGRAPLLRSGLAWKSEAALDDL
QVLPKPQDRKTMGGDPQNSGDVGA
GQAGPGKSPQEAEPCASSVQEPANG
EDQSPFPVKLRSTSLSLKYRDSSAQE
IAKAIKRYSAEVRLEKGGLALLPKDEQ
SHVGAAPALRGSRSPNGQGKGKTRS
PEQPGTKPPLPRKPLLPSLTLPYPPT
GLDTSPGESERLIPVILPPEPRKEKLS
NQGAEKGQPPAATGPGADGQPTPP
WITMARQKRRGAPDLPVNQEEKPG
SRILKTETGKQAKVAERAQESVKQG
DFVRSKSFLMTPAKPAVTQRQGSKL
NLKEGLQRGISLSHQNLAQAAATTE
KELHQLKRASYASTDQPSWMELAR
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