UniprotKB Entry name lorganism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol \nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
E9Q5B5 E9Q5B5_MOUSE Mus hexokinase|22.380232 NaN NaN 37507081 MRLSDETLLEISRRFRKEMEKGLGA [None None None [None None None None None None

musculus

TTHPTAAVKMLPTFVRSTPDGTEHG
EFLALDLGGTNFRVLRVRVTDNGLQ
RVEMENQIYAIPEDIMRGSGTQLFD
HIAECLANFMDKLQIKEKKLPLGFTF
SFPCHQTKLDESFLVSWTKGFKSSG
IVEGRDVVDLIRKAIQRRGDFDIDIVA
IVVWNDTVGTMMTCGYDDQNCEIGLIV
GTGSNACYMEEMRHIDMVEGDEGR
MCINMEWGAFGDDGTLNDIRTEFD
REIDMGSLNPGKQLFEKMISGMYM
GELVRLILVKMAKAELLFQGKLSPEL
LTTGSFETKDVSDIEDDKDGIQKAYQ
ILVRLGLSPLQEDCVATHRICQIVSTR
SASLCAATLAAVLWRIKENKGEERL
RSTIGVDGSVYKKHPHFAKRLHKAV
RRLVPDCDVRFLRSEDGSGKGAAMV
TAVAYRLADQHRARQKTLESLKLSH
EQLLEVKRRMKVEMEQGLSKETHE
IAAPVKMLPTYVCATPDGTEKGDFLA
LDLGGTNFRVLLVRVRNGKRRGVE
MHNKIYSIPQEVMHGTGEELFDHIV
QCIADFLEYMGMKGVSLPLGFTFSF
PCQQNSLDQSILLKWTKGFKASGCE
GEDVVTLLKEAIRRREEFDLDVVAVV
NDTVGTMMTCGYEDPHCEVGLIVG
TGSNACYMEEMRNVELVDGEEGR
MCVNMEWGAFGDNGCLDDLRTVF
DVAVDELSLNPGKQRFEKMISGMYL
GEIVRNILIDFTKRGLLFRGRISERLK
TRGIFETKFLSQIESDCLALLQVRAIL
RHLGLESTCDDSIIVKEVCTVVARRA
IAQLCGAGMAAVVDKIRENRGLDNL
KVTVGVDGTLYKLHPHFAKVMHETV
RDLAPKCDVSFLESEDGSGKGAALIT
IAVACRIREAGQR




