}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plas
sites reticulum |apparatus mer
E9Q5K9 'YTDC1_MOUSE Mus YTH 37.980983 NaN S35;5118;S120;S146;T148;S309;S3 |40128797;40997131;39627609 MAADSREEKDGELNVLDDILTEVPE [True False 2.748 |[5.0 1.729 1.144 0.612 2.74
musculus |domain- 16;S318;S319;S321;5425;5S436;S54 QDDELYNPESEQDKNEKKGSKRKS
containing 6 ERMESTDTKRQKPSIHSRQLISKPLS
protein 1 SSVSNNKRIVSTKGKSVTEYKNEEY
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YVLQDARFFLIKSNNHENVSLAKAK
GVWSTLPVNEKKLNLAFRSARSVILI
FSVRESGKFQGFARLSSESHHGGSP
THWVLPAGMSAKMLGGVFKIDWICR
RELPFTKSAHLTNPWNEHKPVKIGR
DGQEIELECGTQLCLLFPPDESIDLY
QLIHKMRHKRRMHSQPRSRGRPSR
REPVRDVGRRRPEDYDIHNSRKKPR
IDYPPEFHQRPGYVKDPRYQEVDSFT
NLIPNRRFSGVRRDVFLNGSYNDYV
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PHHPYYQHHAPPPQAHPPYSGHHP
VPHEARYRDKRVHDYDMRVDDFLR
RTQAVVSGRRSRPRERDRERERDRP
RDNRRDRERDRGRDRERERERICD
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